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AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
10 20 30 40 50 60 70 80 90
Line1AD1 AACAAT GAGAT CACT TGGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGAAGGG- - - - - - - ATA 81
Line1AD2 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD3 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD4 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD5 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD6 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GTT GT GGGGT GGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD7 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD8 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD9 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGAGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD10 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGT GGGGAGGG- - - - - - - ATA 81
Line1AD11 AACAAT GAGAT CACT TGGACACAGGAAGCGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD12 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD13 AACAAT GAGAT CACT TGGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD14 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD15 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD16 AACAAT GAGACCACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
LINGTAD17 = o s o e f e e e e el TCGGGT CGGGGGAGCGGGGAGGG- - - - - - - ATA 26
Line1AD18 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD19 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD21 AACAAT GAGAT CACT TGGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
LINGTAD22 = o s o e e et GGGAGGGGGGAGGG- - - - - - - ATA 17
Line1AD23 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGCGGGGAGGG- - - - - - - ATA 81
Line1AD24 AACAAT GAGACCACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD25 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
LINGTAD26 = ¢ s ¢ e d e f e e e e e i i oo GGT T GGGGGAGGGGGGAGGG- - - - - - - ATA 23
Line1AD27 e e - GAT CACAT GGACACAGGAAGGGGA- - ATAT CACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 73
Line1AD28 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGAT T GT GGT GGGGT CGGGGGAGGGGGGAGAG- - - - - - - ATA 81
Line1AD29 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD30 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD31 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD32 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD33 AACAAT GAGAT CACT TGGATACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAT GGGGGAGGG- - - - - - - ATA 81
Line1AD34 - ACAAT GAGATCACAT GGACACAGGAAGGGGA- - ATATCACACT CT GGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 80
Line1AD35 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD36 AACAAT GAGAT CACGT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAT GGGGGAGGG- - - - - - - ATA 81
Line1AD37 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGTAGGG- - - - - - - ATA 81
Line1AD38 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD39 AACAAT GAGAACACAT GGACACAGGAAGGGGA- - ACATCACATTCTGGGGACT GTTGT GGGGT GGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD40 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD41 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD42 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD43 AACAAT GAGAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD44 AACAAT GACAT CACAT GGACACAGGAAGGGGA- - ATATCACACT CTGGGGACT GT GGT GGGGT GGGGGGAGGGGGGAGGG- - - - - - - ATA 81

Line1AD45 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
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Line1AD46 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD47 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD48 AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD49 AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD50 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGTAGGG- - - - - - - ATA 81
Line1AD51 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
LU F A B L Y i i T T I 1

Line1AD53 AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTTGT GGGGT GGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD54 s e e e e e e e e e e e e e e e e e e e e e e e e e oo TATATCACACTCTGGGGACTGT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 50
Line1AD55 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAAGGGGGAGGG- - - - - - - ATA 81
Line1AD56 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD57 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - AGA 81
Line1AD58 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD59 AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD60 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD61 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGCGGGGAGGG- - - - - - - ATA 81
Line1AD62 AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD63 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD64 AACAACGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD65 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD66 AACAATGAGATCGCATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGTGGGGA- - - - - GTGGGGGGAGGG- - - - - - - ATA 76
Line1AD67 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
LINe1ADB8 s s e e e e e e e e e e e o e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e a e - GTGGTGGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 30
Line1AD69 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD70 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD72 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD73 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD74 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD75 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD76 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGTGGGGT CAGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD77 AACAATGAGAACACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD78 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD79 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD80 AACAATGAGATCACGTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAT GGGGGAGGG- - - - - - - ATA 81
Line1AD82 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGGAGGG- - - - - - ATA 82
Line1AD84 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD85 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGCGGGGAGGG- - - - - - - ATA 81
Line1AD86 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD87 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD88 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD89 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD90 AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD91 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD92 AACAATGAGAACACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD93 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
el N S i T i T R 1

Line1AD95 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CAGGGGAGGGGGGAGGG- - - - - - - ATA 81

Line1AD96 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
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AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGCGGG- - - - - - - ATA
AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GCGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACCGTGGT GGGGT T GGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGT GGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT GGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGAATATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT T GGGGGAGT GGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGAGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
----------------------------------------------- GGGACTGTGGT GGGGT CGGGGGAAGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
------------------------------------------------------- TGTCGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGACCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGAGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGAAGGGGGAAGGGGGGAGGGATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGCGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGCGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGACCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT GGGGGGAGGGGGGAGGG- - - - - - - ATA
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AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT GGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGTGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAT GGGGGAGGG- - - - - - - ATA
------------------------- AAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CAGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAT GGGGGAGGG- - - - - - - ATA
AACAATGAGATCACACGGACACAGGAAGGGGG- - ATATCACACTCTGGGGACT GTGGT GGGGT GGGGGGAGGGGGCAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - AGA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACATTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT GGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAAGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGAGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGTGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT T GGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACACGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAT GGGGGAGGG- - - - - - - ATA
------------------------------------------------------ TGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCCCATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGT TCGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT T GGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
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AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGA- GGGGGAGGGAGGAGGG- - - - - - - ATA
AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
---------------------------------------------------------------------------------------- TA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGACGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCGGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAAGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGAGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GCGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAAGGGGAAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAAGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGT CTGTGGT GGGGT GAGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACAAGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
------------------------------------ ATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT T GGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT T GGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
- - CAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGCGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAT GGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAT GGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
----------------------------------------------------------------- GGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
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AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT T GGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - AAA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGCGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT T GGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT GGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
----------------------------------------------------- GT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CAGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT GGGGGGAAGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT GGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTATGGT GGGGT CGGGGGAGGGGGGAAGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAGTGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGCGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CAGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - AAATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
--------------------------------------------------------------- CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT T GGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACT GGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGCGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA
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Line1AD295 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD296 AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD297 AACAATGAGATCACATGGACACAGGAAGGCGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD298 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD299 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD301 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD303 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD304 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT GGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD305 AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD306 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGAAGGGGGGAGGG- - - - - - - ATA 81
Line1AD307 AACAATGAGATCACATGGACACAGGGAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD308 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD309 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD310 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD311 AACAGTGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGAAGGG- - - - - - - ATA 81
Line1AD312 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACT- TGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 80
Line1AD313 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD314 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD315 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD316 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD317 AACAGTGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD318 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
LiNne1AD319 - - - - - oo o o e o e e e o e e e e e e e e oo e oo oo oo GACT GT GGT GGGGT CGGGGGAGGGGGGAGGGGGGAGGGATA 41
Line1AD320 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD321 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTATGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD322 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD323 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD324 AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD325 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGG- TCGGGGGAGGGGGGAGGG- - - - - - - ATA 80
Line1AD326 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD327 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD328 AACAATGAGATCGCTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD329 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD330 AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD331 AACAATGAGATCACATGGACACAGGAAAGGGA- - ATATCGCACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD332 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGAACTGTGGTGGTCTCTGTGTTGGTTTTTCTT- - - - - - - ATA 81
Line1AD333 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CAGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD334 AACAATGAGATGACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD335 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD336 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD337 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD338 AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATAGCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD339 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD340 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD341 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGCGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD342 AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD343 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81

Line1AD344 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
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Line1AD344 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD345 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAT GGGGGAGGG- - - - - - - ATA 81
Line1AD346 AACAATGAGATCACATGAACACAGGAAGGGGA- - ACATCACACTCTGGGGACT GTGGT GGGGT GGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD347 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGACGGGGGAGGG- - - - - - - ATA 81
Line1AD348 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD349 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT GGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD350 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
LINe1AD351 - - - - s o o o m e o e e e o e e e o e e e e e e e e e e oo oo oo oo GT CGGGGGAGGGGGGAGGG- - - - - - - ATA 22
Line1AD352 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGATGGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD353 AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD354 AACAATGAGATCACATGGACACAAGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD355 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGCGGGGAGGG- - - - - - - ATA 81
Line1AD356 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD357 - - - - o s e oo e e e e oo oo ATCACACTCTGGGGACTGT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 47
Line1AD358 AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD359 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGATCGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD360 - - - - - - s - - o e e m o e oo e e oo oo oo oo oo GGGACTGT GGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 36
Line1AD361 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGCGGGAGGG- - - - - - - ATA 81
Line1AD362 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD363 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD364 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD365 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT T GGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD367 = ------------------ ACACAGGAAGGGGA- - ATATCACACTCTGGGGACTGTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 63
Line1AD368 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTC- - GGGACT GTGGT GGGGT GGGGGGAGGGGGGAGGG- - - - - - - ATA 79
Line1AD369 AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD370 AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD371 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD372 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD373 AACAATGAGATCACTTGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD374 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD375 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT T GGGGGAGGGGGGAGGG- - - - - - - ATA 81
Line1AD382 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGGAGGG- - - - - - - ATA 81
LiINe1AD383 - - - - - o s o m e o e e o e o e o e e e e e o e e e e o e o oo oo oo oo TCGGGGGAGGGGGGAGGG- - - - - - - ATA 21
Line1AD384 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGAGGGGAGGG- - - - - - - ATA 81
Line1AD385 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CCGGGGAGGGGGGAGGG- - - - - - - ATA 81

Line1AD386 AACAATGAGATCACATGGACACAGGAAGGGGA- - ATATCACACTCTGGGGACT GTGGT GGGGT CGGGGGAGGGGGAGGG- - - - - - - - ATA 80
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I N IS e Il B [ | [ |
GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCT GCA
100 110 120 130 140 150 160 170 180
Line1AD1 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACAAACCTGCA 170
Line1AD2 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD3 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD4 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD5 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGT GCACCAGCATGGCACAT GTATACATATGTAACTTACCTGCA 170
Line1AD6 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD7 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1ADS8 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD9 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD10 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD11 GCATTGGGAGTTAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD12 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD13 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD14 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD15 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD16 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGT GCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD17 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTCACTAACCTGCA 115
Line1AD18 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD19 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD21 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACACGTATACATATGTAACTAACCTGCA 170
Line1AD22 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 106
Line1AD23 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGTATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD24 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD25 GCACTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD26 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 112
Line1AD27 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATGCATATGTAACTAACCTGCA 162
Line1AD28 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGTTAGT GGGTACAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD29 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGT GCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD30 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD31 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD32 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD33 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD34 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 169
Line1AD35 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD36 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD37 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD38 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD39 GCACTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCACACCAGCATGTCACATGTATACATATGTAACTAACCTGCA 170
Line1AD40 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGT GCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD41 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCACACCAGCATGGCACAT GTATACCTATGTAACTAACCTGCA 170
Line1AD42 GCACTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD43 GCATTAGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACCTGCA 170
Line1AD44 GCATTGGGAGATAT- ACCTAATGCTAGAT GACACGT TAGT GGGT GCAGCGCACCAGCATGGCACAT GTATACATATGTAACTAACTTGCA 170

Line1AD45 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
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Line1AD46 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGTGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD47 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD48 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACTAGCATGGGACATGTATACATATGTAACTAACCTGCA 170
Line1AD49 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACTAGCATGGGACATGTATACATATGTAACTAACCTGCA 170
Line1ADS0 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1ADS51 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
LinetAD52 - --------- TTAT- ACCTAATGCTAGATGACACGTTAGTGGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 79

Line1ADS3 GCAT- GGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 169
Line1AD54 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCATCAGCATGGCACATGAATACATATGTAACTAACCTGCA 139
Line1ADS5 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD56 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1ADS7 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1ADS8 GCACTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1ADS9 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1ADG0 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD61 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGTATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD62 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1ADG3 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGCAACTAACCTGCA 170
Line1AD64 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1ADG5 GCACTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1ADG66 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 165
Line1AD67 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGTGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1ADG8 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 119
Line1ADG9 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD70 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD72 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD73 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD74 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD75 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD76 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD77 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGTGCACCAGCATGGCACATGTATACATATGTAAC- - - - CTGCA 166
Line1AD78 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD79 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD80 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD82 GCATCGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 171
Line1AD84 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD85 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGTATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD86 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD87 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD88 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD89 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD90 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD91 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD92 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCACACCAGCATGGCACATGTATACATATGTAAC- --- CTGCA 166
Line1AD93 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
Line1AD94 - - ATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 87

Line1AD95 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170

Line1AD96 GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA 170
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GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGTGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGCCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCAATGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
---------------- CCTAATGCTAGATGACACGTTAGTGGGTGCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATAGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGTGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACATGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCG
GCACTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGTGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAC- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTCGGAGATATTACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGTGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATATAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGTGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTGGTGGGT GCAGCGCACCAGCATGTCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCACTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACTTGCA
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GCACTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACTTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTACACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACGAGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAAGTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATCGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTAGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
---------------- CCTAATGCTAGATGACACGTTAGTGGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
- - ATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGCGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTAGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCGTGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCACTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTGGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
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GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCACACCAGCATGGCACATATATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGTGCACCAGCATGGCACATGTATACATATGTAAATAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGAGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
------------ AT- ACATA- TG- TAACTGACACGTTAGT GGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACTTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGTGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAACATGGCACATGTATACATATGTAACTAAC- - - - -
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAACATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTG- GTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGTGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
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GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGTGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGTGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATCGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACGTGTATACATATGTAACTAAACTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGG- TGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGTTAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCACTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCACTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGTGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACTTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTACACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCACTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGTATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
---------- ATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACAT-------------ACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCGCTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
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GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCACTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCTCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACTTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGTGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGCTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATT- GGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCCCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATCGGGAGACAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAAATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAAGTAACCTGCA
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GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAAGTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTAGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGTGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGG- TGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTACAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGTGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGTATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGT GGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCCGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCGTGGCATATGTATACATATGTAACTAACCTGCA
GCATTGGGAGAGAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTA---------- ACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGTGCAGCGCACCAGCATGGCACATGTATACATATG

GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCGGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCACACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
GCATTGGGAGATAT- ACCTAATGCTAGATGACACGTTAGTGGGT GCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCA
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CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAAT AAXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXX
190 200 210 220 230 240 250 260 270

Line1AD1 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATTAA 209
Line1AD2 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD3 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA 208
Line1AD4 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD5 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTACAATAAA 209
Line1AD6 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD7 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD8 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD9 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD10 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD11 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAAGAA 211
Line1AD12 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA 208
Line1AD13 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD14 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA 208
Line1AD15 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD16 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA 209
Line1AD17 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA 153
Line1AD18 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA 208
Line1AD19 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD21 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD22 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAAA 145
Line1AD23 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATGATTAA 209
Line1AD24 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA 209
Line1AD25 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD26 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA 150
Line1AD27 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 200
Line1AD28 CAATGTACACATGTACCCTAAAA- - CTTA- AAGTATAATAA 208
Line1AD29 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA 208
Line1AD30 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD31 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD32 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAACAA 208
Line1AD33 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD34 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA 208
Line1AD35 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD36 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD37 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATTAA 209
Line1AD38 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD39 CGTTGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA 208
Line1AD40 CAATGTGAACATGTACCCTAAAA- - CTTA- AAGTACAATTAA 209
Line1AD41 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD42 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD43 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
Line1AD44 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208

Line1AD45 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA 208
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Line1AD46 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD47 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD48 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD49 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD50 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATTAA
Line1ADS51 CAATGTTCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD52 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD53 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD54 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD55 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD56 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD57 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD58 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD59 CAATGTGCACATGTACCCTAAA

Line1ADGO CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATTAA
Line1AD61 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATGATAAA
Line1ADG2 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1ADG3 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATACAA
Line1ADG4 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1ADG5 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
Line1ADG6 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA
Line1ADG7 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAATAA
Line1ADG8 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAA
Line1ADG9 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATTAA
Line1AD70 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD72 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD73 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD74 CAATGTGCACATGTTCCCTAAAA- - CTTA- GAGTATAA
Line1AD75 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD76 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA
Line1AD77 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAA
Line1AD78 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATTAA
Line1AD79 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD80 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD82 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD84 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD85 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATGATTAA
Line1AD86 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD87 CAATGTGCACATGTACCCTAAAA- - CTTA- GATTATAATAA
Line1AD88 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
Line1AD89 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA
Line1AD90 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD91 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAATAATAA
Line1AD92 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD93 CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
Line1AD94 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
Line1AD95 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA

Line1AD96 CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA

208
208
208
208
209
208
117
207
177
208
208
208
208
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Line1AD96

Line1AD97

Line1AD98

Line1AD99

Line1AD100
Line1AD101
Line1AD102
Line1AD103
Line1AD105
Line1AD108
Line1AD110
Line1AD111
Line1AD112
Line1AD113
Line1AD114
Line1AD115
Line1AD116
Line1AD117
Line1AD118
Line1AD119
Line1AD120
Line1AD121
Line1AD122
Line1AD123
Line1AD124
Line1AD125
Line1AD126
Line1AD127
Line1AD128
Line1AD130
Line1AD131
Line1AD132
Line1AD133
Line1AD134
Line1AD135
Line1AD136
Line1AD137
Line1AD138
Line1AD139
Line1AD140
Line1AD141
Line1AD143
Line1AD144
Line1AD145
Line1AD146
Line1AD147
Line1AD148
Line1AD149

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGNGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA

CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAAAAAAAAAGTAAATAAATCTAAAAAAAAAATAAATAAATAAATAAAAAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATTAA
CAATGTGCATATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTACAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAAT
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACACTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTTAAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA

CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAAAAAAAAAAACATTAAAAAAAAAAAAAAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
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Line1AD149
Line1AD150
Line1AD151
Line1AD152
Line1AD153
Line1AD154
Line1AD155
Line1AD156
Line1AD159
Line1AD160
Line1AD161
Line1AD162
Line1AD163
Line1AD164
Line1AD165
Line1AD166
Line1AD167
Line1AD168
Line1AD169
Line1AD170
Line1AD171
Line1AD172
Line1AD173
Line1AD174
Line1AD176
Line1AD177
Line1AD178
Line1AD179
Line1AD180
Line1AD181
Line1AD182
Line1AD183
Line1AD184
Line1AD185
Line1AD186
Line1AD187
Line1AD188
Line1AD189
Line1AD190
Line1AD191
Line1AD192
Line1AD193
Line1AD194
Line1AD195
Line1AD196
Line1AD197
Line1AD198
Line1AD199

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTAACCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACACGTACCCTAAAA- - CTTA- GAGTATAATAAAAAAAAAAAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTATCCTAAAA- - CTTA- AAGTATAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTTAAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAACAA
CAATGTGCACAAGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAACAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTATCCTAAAA- - CTTA- AAGTATAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTAAGAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGAACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTTCCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATTAA
CAATGTGCACATGTACTCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA
CAATGTGCACATGTACCCTAAAAA- CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- - AATAA
CAATGTGCACATGTACCCTAACA- - CTTA- GAGTATAATAA
CAATGTGCACAGGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
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Line1AD199
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Line1AD202
Line1AD203
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Line1AD205
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Line1AD213
Line1AD214
Line1AD215
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Line1AD217
Line1AD218
Line1AD219
Line1AD220
Line1AD221
Line1AD222
Line1AD224
Line1AD225
Line1AD226
Line1AD227
Line1AD228
Line1AD229
Line1AD230
Line1AD232
Line1AD233
Line1AD234
Line1AD235
Line1AD236
Line1AD237
Line1AD238
Line1AD239
Line1AD240
Line1AD241
Line1AD242
Line1AD243
Line1AD244
Line1AD245
Line1AD246
Line1AD247
Line1AD248

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA
CAATGTGCACATGTACACTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACACTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTTCCCTAAAA- - CTTA- AAGTATAATAA

CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAACAATAATAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCTTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTACAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTTCCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATGATAACAAA
------------ GTACCCTAAAA- - CTTA- GACTATAATAAAAAAAAAAAAAAATTAAAAAAAAAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAATATAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTACAATAA
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Line1AD286
Line1AD287
Line1AD288
Line1AD289
Line1AD290
Line1AD291
Line1AD292
Line1AD293
Line1AD294
Line1AD295

CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTACAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTATCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCAGATGTACCCTAAAA- - CTTA- GAGTATAATAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAACAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - TTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAACTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAACAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA

CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAAAAAAAAAAATTAAAAAAAAAAAAAAAAAGAAAAAAAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCATATGTACCCTAAAA- - CTTA- GAGTATAATAA

CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTTAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA
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CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACACTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA

CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTTAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACACTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTCA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACACTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAACAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAACAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA

209
208
208
208
208
208
208
208
208
208
208
210
208
208
208
206
208
208
208
208
208
208
168
208
208
209
208
208
207
208
209
208
208
208
208
208
209
208
208
211
208
208
211
208
208
208
208
208
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Page 3

Line1AD344
Line1AD345
Line1AD346
Line1AD347
Line1AD348
Line1AD349
Line1AD350
Line1AD351
Line1AD352
Line1AD353
Line1AD354
Line1AD355
Line1AD356
Line1AD357
Line1AD358
Line1AD359
Line1AD360
Line1AD361
Line1AD362
Line1AD363
Line1AD364
Line1AD365
Line1AD367
Line1AD368
Line1AD369
Line1AD370
Line1AD371
Line1AD372
Line1AD373
Line1AD374
Line1AD375
Line1AD382
Line1AD383
Line1AD384
Line1AD385
Line1AD386

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACTCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CATTGTGCACATGTACCCTAAAA- - CTTA- AAGTAGAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATGATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAAAAAATAAAATAAAAAAAAAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAAAAAAAAAATAAAAAAAATAAAATAAAAAAAAATAAACTCATTAGTGTAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAAAAAAAAATAATAAAATAAATAAATAAATAAATAAATAAATAAAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAAAAAAAAAAAAACATTAAAAAAAAAAAAAAAAAAAAA

CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAAAAAAAAAA

CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAAAAAAAAAAAAAAATTAAAAAAAAAAAAATAAAAAAAA
CATTGTGCACATGTACCCTAAAA- - CTTAAGAGTACAATAAAAAAAAAAAAAAAAATTAAAAAAAAAAAAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAAAAAAAAAAACATTAAAAAAAAAAA
CAATGTGCACATGTACACTAAAA- - CTTA- GAGTATAATAAAAAAAAAAATAAAATAAAAATAAAAAATAAAATAAAAAAAAAAAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAAAAAAAAAAAATTAAAAAAAAAAAATAAAAAAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAAAAAATAAATAAATAAATAAATAAATAAATAAAAAAGAAAGGGGAAAAAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAATAATAAAAAAAAAGAAAAAAAAGAAAAAAAAAAAAGAAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAATAAAAAAAAAAAAAATTAAAAAAAAAAAAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATTAAAAAAAAAAACATTAAAAAAAAAAAAAAAAAAAAAAAAA
CAATGTGCACATGTACCCTAAAA- - CTTA- GAGTATAACAAAAAAAATAAAAAATAAAAAAAAAA
CAATGTGCACATGTACCCTAAAA- - CTTA- AAGTATAATAATAATAAAAAAAAGAAAAAAAAAAAAA

208
211
208
208
208
208
208
148
208
208
209
208
205
174
208
208
164
208
209
228
247
253
226
214
157
245
239
232
253
240
257
247
175
247
232
233



Alignment Workspace of All-perfect-pre Ta 3UTR.meg ClustalW (Slow/Accurate, 1UB) Page 4
Monday, November 04, 2002 3:25 PM
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280 290

Line1AD1 209
Line1AD2 208
Line1AD3 208
Line1AD4 208
Line1AD5 209
Line1AD6 208
Line1AD7 208
Line1AD8 208
Line1AD9 208
Line1AD10 208
Line1AD11 211
Line1AD12 208
Line1AD13 208
Line1AD14 208
Line1AD15 208
Line1AD16 209
Line1AD17 153
Line1AD18 208
Line1AD19 208
Line1AD21 208
Line1AD22 145
Line1AD23 209
Line1AD24 209
Line1AD25 208
Line1AD26 150
Line1AD27 200
Line1AD28 208
Line1AD29 208
Line1AD30 208
Line1AD31 208
Line1AD32 208
Line1AD33 208
Line1AD34 208
Line1AD35 208
Line1AD36 208
Line1AD37 209
Line1AD38 208
Line1AD39 208
Line1AD40 209
Line1AD41 208
Line1AD42 208
Line1AD43 208
Line1AD44 208

Line1AD45 208
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Line1AD46 208
Line1AD47 208
Line1AD48 208
Line1AD49 208
Line1AD50 209
Line1AD51 208
Line1AD52 117
Line1AD53 207
Line1AD54 177
Line1AD55 208
Line1AD56 208
Line1AD57 208
Line1AD58 208
Line1AD59 192
Line1AD60 209
Line1AD61 209
Line1AD62 208
Line1AD63 210
Line1AD64 208
Line1AD65 208
Line1AD66 204
Line1AD67 211
Line1AD68 154
Line1AD69 209
Line1AD70 208
Line1AD72 208
Line1AD73 208
Line1AD74 205
Line1AD75 208
Line1AD76 209
Line1AD77 201
Line1AD78 206
Line1AD79 208
Line1AD80 208
Line1AD82 209
Line1AD84 208
Line1AD85 209
Line1AD86 208
Line1AD87 208
Line1AD88 208
Line1AD89 209
Line1AD90 208
Line1AD91 214
Line1AD92 204
Line1AD93 208
Line1AD94 125
Line1AD95 208

Line1AD96 208
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Line1AD96 208
Line1AD97 208
Line1AD98 208
Line1AD99 208
Line1AD100 208
Line1AD101 208
Line1AD102 208
Line1AD103 TAAA 261
Line1AD105 208
Line1AD108 209
Line1AD110 208
Line1AD111 209
Line1AD112 208
Line1AD113 208
Line1AD114 208
Line1AD115 112
Line1AD116 208
Line1AD117 208
Line1AD118 209
Line1AD119 209
Line1AD120 210
Line1AD121 208
Line1AD122 208
Line1AD123 211
Line1AD124 208
Line1AD125 208
Line1AD126 161
Line1AD127 208
Line1AD128 208
Line1AD130 208
Line1AD131 158
Line1AD132 208
Line1AD133 209
Line1AD134 208
Line1AD135 208
Line1AD136 208
Line1AD137 212
Line1AD138 215
Line1AD139 208
Line1AD140 211
Line1AD141 210
Line1AD143 208
Line1AD144 211
Line1AD145 209
Line1AD146 237
Line1AD147 211
Line1AD148 208

Line1AD149 208
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Line1AD149 208
Line1AD150 208
Line1AD151 208
Line1AD152 193
Line1AD153 208
Line1AD154 208
Line1AD155 208
Line1AD156 208
Line1AD159 208
Line1AD160 209
Line1AD161 208
Line1AD162 211
Line1AD163 208
Line1AD164 208
Line1AD165 209
Line1AD166 208
Line1AD167 208
Line1AD168 211
Line1AD169 208
Line1AD170 208
Line1AD171 208
Line1AD172 211
Line1AD173 112
Line1AD174 125
Line1AD176 209
Line1AD177 208
Line1AD178 208
Line1AD179 209
Line1AD180 208
Line1AD181 208
Line1AD182 209
Line1AD183 208
Line1AD184 208
Line1AD185 208
Line1AD186 209
Line1AD187 208
Line1AD188 208
Line1AD189 208
Line1AD190 156
Line1AD191 209
Line1AD192 209
Line1AD193 208
Line1AD194 208
Line1AD195 208
Line1AD196 202
Line1AD197 208
Line1AD198 208

Line1AD199 208
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Line1AD199 208
Line1AD200 208
Line1AD201 208
Line1AD202 208
Line1AD203 208
Line1AD204 208
Line1AD205 129
Line1AD206 208
Line1AD207 208
Line1AD208 214
Line1AD209 208
Line1AD210 208
Line1AD211 209
Line1AD212 208
Line1AD213 208
Line1AD214 208
Line1AD215 208
Line1AD216 208
Line1AD217 208
Line1AD218 113
Line1AD219 208
Line1AD220 208
Line1AD221 208
Line1AD222 209
Line1AD224 208
Line1AD225 208
Line1AD226 208
Line1AD227 208
Line1AD228 208
Line1AD229 208
Line1AD230 208
Line1AD232 212
Line1AD233 182
Line1AD234 208
Line1AD235 208
Line1AD236 209
Line1AD237 208
Line1AD238 208
Line1AD239 208
Line1AD240 206
Line1AD241 209
Line1AD242 208
Line1AD243 208
Line1AD244 205
Line1AD245 207
Line1AD246 146
Line1AD247 208

Line1AD248 208
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Line1AD248 208
Line1AD249 208
Line1AD250 208
Line1AD251 208
Line1AD252 208
Line1AD253 208
Line1AD254 208
Line1AD255 208
Line1AD256 208
Line1AD257 208
Line1AD258 210
Line1AD259 208
Line1AD260 157
Line1AD261 208
Line1AD262 209
Line1AD263 208
Line1AD264 208
Line1AD265 208
Line1AD266 208
Line1AD267 208
Line1AD268 208
Line1AD269 208
Line1AD270 208
Line1AD271 208
Line1AD272 208
Line1AD273 208
Line1AD274 208
Line1AD275 208
Line1AD276 208
Line1AD277 208
Line1AD278 208
Line1AD279 208
Line1AD280 208
Line1AD281 208
Line1AD282 208
Line1AD283 208
Line1AD284 208
Line1AD285 208
Line1AD286 205
Line1AD287 147
Line1AD288 142
Line1AD289 208
Line1AD290 208
Line1AD291 210
Line1AD292 208
Line1AD293 208
Line1AD294 208

Line1AD295 209
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Line1AD295 209
Line1AD296 208
Line1AD297 208
Line1AD298 208
Line1AD299 208
Line1AD301 208
Line1AD303 208
Line1AD304 208
Line1AD305 208
Line1AD306 208
Line1AD307 208
Line1AD308 210
Line1AD309 208
Line1AD310 208
Line1AD311 208
Line1AD312 206
Line1AD313 208
Line1AD314 208
Line1AD315 208
Line1AD316 208
Line1AD317 208
Line1AD318 208
Line1AD319 168
Line1AD320 208
Line1AD321 208
Line1AD322 209
Line1AD323 208
Line1AD324 208
Line1AD325 207
Line1AD326 208
Line1AD327 209
Line1AD328 208
Line1AD329 208
Line1AD330 208
Line1AD331 208
Line1AD332 208
Line1AD333 209
Line1AD334 208
Line1AD335 208
Line1AD336 211
Line1AD337 208
Line1AD338 208
Line1AD339 211
Line1AD340 208
Line1AD341 208
Line1AD342 208
Line1AD343 208

Line1AD344 208
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Line1AD344 208
Line1AD345 211
Line1AD346 208
Line1AD347 208
Line1AD348 208
Line1AD349 208
Line1AD350 208
Line1AD351 148
Line1AD352 208
Line1AD353 208
Line1AD354 209
Line1AD355 208
Line1AD356 205
Line1AD357 174
Line1AD358 208
Line1AD359 208
Line1AD360 164
Line1AD361 208
Line1AD362 209
Line1AD363 228
Line1AD364 ATGCAAAAAAAAAAAAAAAAAA 269
Line1AD365 253
Line1AD367 226
Line1AD368 214
Line1AD369 157
Line1AD370 245
Line1AD371 239
Line1AD372 232
Line1AD373 253
Line1AD374 240
Line1AD375 AAAAAAAGAAA 268
Line1AD382 247
Line1AD383 175
Line1AD384 247
Line1AD385 232

Line1AD386 233



