>F9_40 rheMac2_dna range=chr9:70501013-70507184
GGGGTGGAGCAAGATGGCCAAATAGGAACAGCTCCAGTCTCCAACTCCCAGCGCGAGCGACACAGAAGACCTGTGATTTCTGCATTTTCAACTGAGGTACTGGGTTCATCTCACTAGGGAGTGCCGGATAATCAGTGCTGGTCAGCTGCTGCAGCCCGACCAGCAAGAGCTGAAGCAGGGCGAGGCATTGCCTCACCTGGGAAGCACAAGGGGAAAGGGAATCCCTTTTCCTAGCCAGGGGAACTGAGACACACAACACCTGGAAAATCGGGTAACTCCCACCCCAATACTGCGCTTTAAGCAAACAGGCACACCAGGAGATTATATCCCACACCTGGCCAGGAGGGTCCCACGCCCACGGAGCCTCCCTGATTGCTAGCACAGCAGTCTGTGATCTCGCGGCAAGGCAGCAGCAAGGCTGGGGGAGGGGCGCCCGCCATTGCTGAGGCTTAAGTAGGTAAACAAAGCCGTTGGAAAGCTCGAACTGGGTGGAGCTCACAGCAGCTCAAGGAAACCTGCCTGTCTCTGTAGACTCCACCTCTGGGGACGGGGCACAGTAAACAACAACAAAAGCAGCAGAAACCTCTGCAGATGCAAACGACTCTGTCTGACAGCTTTGAAGAGAGCAGTGGATCTCCCAACACGGAGGTTGAGATCTGAGAAGGGACGGACTCCCTGCTCAAGTGGGTCCCTGACCCCTGAGTAGCCTAACTGGGAGACATCCCCCACTAGGGGCAGTCTGACACCCCACACCTCACAGGGTGGAGTACACCCCTGAGAGGAAGCTTCCAAAGCAAGAATCAGACAGGTACACTCACTGTACAGCAATATTCTATCTTCTGCAGCCTCTGCTGCTGACACCCAGGCAAACAGGGTCTGGAGTGGACCTCAAGCAATCTCCAACAGACCTACAGCGTGAGGGTCCTGACTGTTAGAAAGAAAACTATCAAACAGGAAGGACACCTACACCAAAACCCCATCAGTACGTCACCATCATCATCAAAGACCAGAGGCAGATAAAACCACAAAGATGGGGGAAAAGCAGGGCAGAAAAGCTGGAAATTCAAAAAATAAGACCGCATCTCCCCCGGCAAAGGAGCACAGCTCATCGCCAGCAACGGATCAAAGCTTGACGGAGAATGACTTTGACGAGATGAGAGAAGAAGGCTTCAGTCTATCAAACTTCTCAGAGCTAAAGGAGGAATTACTTACCCAGCACAAAGAAACTAAAAATCTTGAAAAAAAAGTGGAAGAATTGATGGCTAGAGTAATTAATGCAGAGAAGGTCATAAACGAAATGAAAGAGATGAAAACCATGACACGAGAAATACATGACAAATGCACAAGCCTCAGTAACCGACTCAATCAACTGGAAGAAATAGTATCAGCGATTGAGGATCAAATGAATGAAATGAAGCGAGAAGAGAAACCAAAAGAAAAAAGAAGAAAAAGAAACGAACAAAGCCTGCAAGAAGTATGGGATTATGTAAAAAGACCAAATCTACGTCTGATTGGGGTGCCTGAAATTGAGGGGGAAAATGGAACCAAGTTGGAAAATACTCTTCAGGATATCATCCAGGAGAACTTCCCCAACCTAGTAGGGCAGGCCAACATTCAAATCCAGGAAATACAGAGAACGCCACAAAGATACTCCTCAAGAAGAGCAACTCCAAGACACATAATTGCCAGATTCACCAAAGTTGAAATGAAGGAAAAAATCTTAAGGGCAGCCAGAGAGAAAGGTCGGGTTACCCACAAAGGGAAGCCCATCAGACTAACAGCAGATCTCTCGGCAGAAACTCTCCAAGCCAGAAGAGAGTGGGGGCCAATATTCAATATTCTTAAAGAAAAGAATTTTAAACCCAGAATTTCATATCCAGCCAAACTAAGTTTCATAAGTGAAGGTGAAATAAAATCCTTTACAGATAAGCAAATGCTTAGAGATTTTGTCACCACTAGGTCTGCCTTACAGGAGACCCTGAAGGAAGCACTAAACATGGAAAGGAACAACCGGTTCCAGCCATTGCAAAAACATGCCAAAATGTAAAGACCATCAAGGATAGGAAGAAACTGCATCAACTAACGAGCACAATAACCAGTTAATATCATAATGGCAGGATCAAGTTCACACATAACAATATTAACCTTAAATGTAAATGGACTAAATGCTCCAATTAAAAGACACAGACTGGCAAACTGGATAAAGAGTCAAGACCCATCAGTCTGCTGTATTCAGGAGACCCATCTCACATGCAGAGACATACATAGGCTCAAAATAAAGGGATGGAGGAAGATTTACCAAGCAAATGGAGAACAAAAAAAAGCAGGGGTTGCAATACTAGTCTCTGATAAAACAGACTTTAAACCATCAAAGATCAAAAGAGACAAAGAAGGCCATTACATAATGGTAAAGGGATCAATTCAACAGGAAGAGCTAACTATCCTAAATATATATGCACCCAATACAGGAGCACCCAGATTCATAAAGCAAGTCCTTAGAGACTTACAAAGAGACTTAGACTCCCATACAATAATAATGGGAGACTTCAACACTCCACTGTCAACATTAGACAGATCAATGAGACAGAAAGTTAACAAGGATATCCAGGAATTGAACTCATCTCTGCAGCAAGCAGACCTAATAGACATCTATAGAACTCTCCACCCCAAATCAACAGAATATACATTCTTCTCAGCACCACATCGGACTTATTCCAAAATTGACCACATAATTGGAGGTAAAGCACTCCTCAGCAAATGTACAAGAATAGAAAATGTAACAAACTGTCTCTCAGACCACAGTGCAATCGAACTAGAACTCAGGACTAAGAAACTCAATCAAAATCGCTCAACTACATGGAAACTGAACAACCTGCTCCTGAATGACTACTGGGTACATAACGAAATGAAGGCAGAAATAAAGATGTTCTTTCAAACCAATGAGAACAAAGATACAACATACCAGAATCTCTGGGACACATTTAAAGCAGTGTGTAGAGGGAAATTTATAGCACTAAATGCCCACAAGAGAGAGCAGGAAAGATCTAAAATTGACACTCTAACATCACAATTAAAAGAACTAGAGGAGCAAGAGCAAATGCATTCAAAAGCTAGCAGAAGGCAAGAAATAACTAAGATCAGAGCAGAACTGAAGGAGATAGAGACACAAAAAACCCTCCAAAAAATCAATGAATCCAGGAGTTGGTTTTTTGAAAAGATCAACAAAATTGACAGACCGCTAGCAAGACTAATAAAGAAGAAAAGAGAGAAGAATCAAATAGACGCAATAAAAAATGATAAAGGGGATATCACCACCGACCCCACAGAAATACAAACTACCATCAGAGAATACTATAAACACCTCTATGCAAATAAACTAGAAAATCTAGAAGAAATGGATAATTTCCTGGACACGTACACTCTTCCAAGACTAAACCAGGAAGAAGTTGAATCCCTGAATAGACCAATAGCAGGCTCTGAAATTGAGGCAATAATTAATAGCCTACCAACCAAAAAAAGTCCAGGACCAGATGGATTCACAGCTGAATTCTACCAGAGGTACAAGGAGGAGTTGGTACCATTCCTTCTGAAACTAATCCAATCAATAGAAAAAGAGGGAATCCTCCCTAACTCATTTTATGAGGCCAACATCATCCTGATACCAAAGCCTGGCAGAGACACAACTAAAAAAGAGAATTTTCGACCAATATCCCTGATGAACATCGATGCAAAAATCCTCAATAAAATACTGGCAAACTGGATTCAGCAGCACATCAAAAAGCTTATCCACCATGATCAAGTGGGCTTCATCCCTGGGATGCAAGGCTGGTTCAACATTCGCAAATCAATAAACATAATCCAGCATATAAACAGAACCAAAGACAAGAACCACATGATTATCTCAATAGATGCAGAAAAGGCTTTTGACAAAATTCAACAGCCCTTCATGCTAAAAACGCTCAATAAATTCGGTATTGATGGAACGTACCTCAAAATAATAAGAGCTATTTATGACAAACCCACAGCCAATATCATACTGAATGGGCAAAAACTGGAAAAATTCCCTTTGAAAACTGACACAAGACAGGGATGCCCTCTCTCACCACTCCTATTCAACATAGTGTTGGAAGTTCTGGCTAGGGCAATCAGGCAAGAGAAAGAAATCAAGGGTATTCAGTTAGGAAAAGAAGAAGTCAAATTGTCCCTCTTTGCAGATGACATGATTGTATATTTAGAAAATCCCCTTGTCTCAGCCCAAAATCTCATTAAGCTGATAAGCAACTTCAGCAAAGTCTCAGGATACAAAATTAATGTGCAAAAATCACAAGCATTCATATACACCAGTAACAGACAAACAGAAAGCCAAATCATGAATGAACTTCCATTCACAATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACTTACAAGGGATGTAAAGGACCTCTTCAAGGAGAACTACAAACCACTGCTCAGTGAAATAAAAGAGGACACAAACAAATGGAAGAACATACGATGCTCATGGATAGGAAGAATCAATATCGTGAAAATGGCCATACTGCCCAAGGTAATTTATAGATTCAATGCCATCCCCATCAAGCTACCAATGAGTTTCTTCACAGAATTGGAAAAAACTGCTTTAAAGTTCATATGGAACCAAAAAAGAGCCCGCATCTCCAAGACAATCCTAAGTCAAAAGAACAAAGCTGGAGGCATCACGCTACCTGACTTCAAACTATACTACAAGGCTACAGTAACCAAAACAGCATGGTACTGGTACCAAAACAGAGATATAGACCAATGGAACAGAACAGAGTCCTCAGAAATAATACCACACATCTACAGCCATCTGATCTTTGACAAACCTGAGAGAAACAAGAAATGGGGAAAGGATTCCCTATTTAATAAATGGTGCTGGGAAAATTGGCTAGCCATAAGTAGAAAGCTGAAACTGGATCCTTTCCTTACTCCTTATATGAAAATTAATTCAAGATGGATTAGAGACTTAAATGTTAGACCTAATACCATAAAAACCCTAGAGGAAAACCTAGGTAGTACCATTCAGGACATAGGCATGGGCAAAGACTTCATGTCTAAAACACCAAAAGCAACGGCAGCAAAAGCCAAAATTGACAAATGGGATCTCATTAAACTAAAGAGCTTCTGCACAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAGAATGGGAGAAAATTTTTGCAATCTACTCATCTGACAAAGGGCTAATATCCAGAACCTACAAAGAACTCCAACAAATTTACAAGAAAAAAACAAACAACCCCATCAAAAAGTGGGCAAAGGATATGAACAGACATTTCTCAAAAGAAGACATTCATACAGCCAACAGACACATGAAAAAATGCTCATCATCACTGGCCATCAGAGAAATGCAAATCAAAACCACAATGAGATACCAGCTCACACCAGTTAGAATGGCGATCATTAAAATGTCAGGAAACAACAGGTGCTGGAGAGGATGTGGAGAAATAGGAACACTTTTACACTGTTGGTGGGATTGTAAACTAGTTCAACCATTATGGAAAACAGTATGGCGATTCCTCAAGGATCTAGAACTAGATGTACCATATGACCCAGCCATCCCATTACTGGGGATATACCCAAAGGATTATAAATCATGCTGCTATAAAGACACATGCACACGTATGTTTATTGCGGCACTATTTACAACAGCAAAGACTTGGAATCAACCCAAATGTCCATCAGTGACAGACTGGATTAAGAAAATGTGGCACATATGCACCATGGAATACTATGCAGCCATCAAAAAGGATGAGTTTGTGTCCTTTGTAGGGACATGGATGCAGCTGGAAACCATCATTCTTAGCAAACTATCACAAGAACCGAAAAGCAAACACCGCATGTTCTCACTCATAGGTGGGAACTGAACAATGAGATCACTTGGACTCGGGAAGGGGAACATCACACACCAGGGCCTATCATGTGGAGGAGGGAGGGGGGAGGGATTGCACTGGGAGTTATACCTGATGTAAATGACGAGTTGATGGGTGCTGACGAGTTGATGGGTGCAGCACAGCAACATGGCACAAGTATACATATGTAACAAACCTGCTCGTTATGTACATGTACCCTAGAACTTAAAGTATAATAATAATAAAAAA

>F6_50 rheMac2_dna range=chr6:99306391-99312558
GGGGGCGGAGCAAGATGGCAGAATAGGAACAGCTTCAGTCTCCAACTCCCAGCGCGAGTGACACAGAAGACCGGTGATTTCTGCATTTTCAACTGAGGTACTGGGTTCATCTCACTAGGGAGTGCCAGACAATCGGTGCTGGTCAGCTGCTGCAGCCCGACCAGCGAGAGCTGAAGCAGGGCGAGGCATCGCCTCACCTGGGAAGCGCAAGGGGAAAGGGAATCCCTTTTCCTAGCCAGGGGAACTGAGACACACAACACCTGGAAAATCGGGTAACTCCCACCCCAATACTGCGCTTTAAGCAAACAGGCACACCAGGAGATTATATCCCACACCTGGCCGGGAGGGTCCCACACCCACGGAGCCTCCCTCATTGCTAGCACAGCAGTCTGCGATCTTGCGGCAAGGCAGCAGCGAGGCTGGGGGAGGGGTGCCCGCCATTGCTGAGACTTAAGTAGGTAAACAAAGCCGCTGGGAAGCTCGAACTGGGTGGAGCTCACAGCAGCTCAAGGAAACCTGCCTGTCTCTGTAGACTCCACCTCTGGGGACAGGGCGCAGTAAACAACAAAAGCAGCAGAAACCTCTGCAGACGCAAACAACTCTGTCTGACAGCTTTGAAGAGTGCAGTGGATCTCCCAACACAGAGGTTGAGATCTGAGAAGCGACAGACTGCCTGCTCAAGTGGGTCCCTGACCCCTGAGTAGCCTAACTGGGAGACATCCCCCACTAGGGGCAGTCTGACCCCACACCTCACAGGGTGGAGGACACCCCTGAGAGGAAGCCTCCAAAGCAAGAATCAGACAGGTACACTCACTGTTCAGCAATATTCTATCTTCTGCAGCCTCTGCTGCTGACACCCAGGCAAACAGGGTCTGGAGTGGACCTCAAGCAATCTCCAACAGACCTACAGCTGAGGGTCCTGACTGTTAGAAGGAAAACTATCAAACAGGAAGGACACCTACACCAAAACCCCATCAGTACATCACCATCATCATCAAAGACCAGAGGCAGATAAAACCACAAAGATGGGGAAAAAGCAGGGCAGAAAAGCTGGAAATTCAAAAAATAAGAGTGCATCTCCCCCGGCAAAGGAGCGCAGCTCATCGCCAGCAATGGATCAAAGCTTGATGGAGAATGACTTTGATGAAATGAGAGAAGAAGGCTTCAGTCCATCAAACTTCTCAGAGCTAAAGGAGGAATTACGTACCCAGCGCAAAGAAACTAAAAATCTTGAAAAAAAAGTGGAAGAATTGATGGCTAGAGTAATTAATGCAGAGAAGGTCATAAACGAAATGAAAGAGATGAAAACCATGACACGAGAAATACGTGACAAATGCACAAGCTTCAGTAACCGACTCGATCAACTGGAAGAAAGAGTATCAGCGATTGAGGATCAAATGAATGAAATGAAGCGAGAAGAGAAACCAAAAGAAAAAAGAAGAAAAAGAAATGAACAAAGCCTGCAAGAAGTATGGGATTATGTAAAAAGACGAAATCTACGTCTAATTGGGGTACCTGAAAGTGGGGGGGAAAATGGAACCAAGTTGGAAAACACTCTTCAGAATATCATCCAGGAGAACTTCCCCAACCTAGTAGGGCAGGCCAACATTCAAATCCAGGAAATACAGAGAACGCCACAAAGATACTCCTCGAGAAGAGCAACTCCAAGACACATAATTGCCAGATTCACCAAAGTTGAAATGAAGGAAAAAATCTTAAGGGCAGCCAGAGAGAAAGGTCGGGTTACCCACAAAGGGAAGCCCATCAGACTAACAGCAGATCTCTTGGCAGAAACTCTCCAAGCCAGAAGAGAGTGGGGGCCAATATTCAACATTCTTAAAGAAAAGAATTTTAAACCCAGAATTTCATATCCAGCCAAACTAAGTTTCATAAGTGAAGGAGAAATAAAATCCTTTACAGATAAGCAAATGCTTAGAGATTTTGTCACCACTAGGCCTGCCTTACAGGAGACCCTGAAGGAAACACTAAACATGGAAAGGAACAACCGGTACCAGCCATTGCAAAAACATGCCAAAATGTAAAGACCATTTAGGCTAGGAAGAAACTGCATCAACTAATGAGCAAAATAACCAGTTAATATCATAATGGCAGGATCAAGTTCACACATAACAATATTAACCTTAAATGTAAATGGACTAAATGCTCCAATTAAAAGACACAGACTGGCAAACTGGATAAAGAGTCAAGATCCATCAGTCTGCTGTATTCAGGAGACCCATCTCACATGCAGAGACATACATAGGCTCAAAATAAAGGGATGGAGGAAGATTTACCAAGCAAATGGAGAACAAAAAAAAGCGGGGGTTGCAATACTAGTCTCTGATAAAACAGACTTTAAACCATCAAAGATCAAAAGAGACAAAGAAGGCCATTACATAATGGTAAAAGGATCAATTCAACAGGAAGAGCTAACTATCCTAAATATATATGCACCCAATACAGGAGCACCCAGATTCATAAAGCAAGTCCTTAGAGACTTACAAAGAGACTTAGACTCCCATACAATAATAATGGGAGACTTCAACACTCCACTGTCAACATTAGACAGATCAACGAGACAGAAAGTTAACAAGGATATCCAGGAATTGAACTCATCTCTGCAGCAAGCAGACCTAATAGACATCTATAGACCTCTCCACCCCAAATCAACAGAATATACATTCTTCTCAGCACCACATTGCACTTATTCCAAAATAGACCACATAATTGGAAGTAAAGCACTCCTCAGCAAATGTACAAGAACAGAAATTATAACAAACTGTCTCTCAGACCACAGTGCAATCAAACTAGAACTCAGGACTAAGAAACTCAATCAAAACCGCTCAACTACATGGAAACTGAACAACCTGCTCCTGAATGACTACTGGGTACATAATGAAATGAAGGCAGAAATAAACATGTTCTTTGAAACCAATGAGAACAAAGATACAACATACCAGAATCTCTGGGACACATTTAAAGCAGTGTGTAGAGGGAAATTTATAGCACTAAATGCACACAAGAGAAAGCAGGAAAGATCTAAAATTGACACTCTAACATCACAATTAAAAGAACTAGAGAAGCAAGAGCAAACACATTCAAAAGCTAGCAGAAGGCAAGAAATAATTAAGATCAGAGCAGAACTGAAGGAGATAGAAACACAAAAAACCCTCCAAAAAATCAATGAATCCAGGAGTTGGTTTTTTGAAAAGATCAACAAAATTGACAGACCGCTAGCAAGACTAATAAAGAAGAAAAGAGAGAAGAATCAAATAGACGCAATTAAAAATGATAAAGGGGATATCACCACCGACCCCACAGAAATACAAACTACCATCAGAGAATACTATAAACACCTCTACTCAAATAAACTAGAAAATCTAGAAGAAATGGATAATTTCCTGGACACTTACACTCTTCCACGACTAAACCAGGAAGAAGTTGAATCCCTGAATAGACCAATAGCAGGCTCTGAAATTGAGGCAATAATTAATAGCCTACCAACCAAAAAAAGTCCAGGACCAGATGGATTCACAGCTGAATTCTACCAGAGGTACAAGGAGGAGTTGGTACCATTCCTTCTGAAACTATTCCAATCAATAGAAAAAGAGGGAATTCTCCCTAACTCATTTTATGAAGCTAACATCATCCTGATACCAAAGCCTGGCAGAGACACAACAAATAAAGAGAATTTTAGACCAATATCCTTGATGAACATTGATGCAAAAATCCTCAATAAAATACTGGCAAACCGGATTCAGCAGCACATCAAAAAGCTTATCCACCATGATCAAGTGGGCTTCATCCCAGGGATGCAAGGCTGGTTCAACATTCGCAAATCAATAAACATAATCCAGCATATAAACAGAACCAAAGACAAGAACCATCTGATTATCTCAATAGATACAGAAAAGGCTTTTGACAAAATTCAACAGCCCTTCATGTTAAAAACGCTCAATAAATTCGGTATTGATGGAACGTACCTCAAAATAATAAGAGCTATTTATGACAAACCCACAGCCAATATCATACTGAATGGGCAAAAACTGGAAAAATTCCCTTTGAAAACTGGCACAAGACAGGGATGCCCTCTCTCACCACTCCTATTCAACATAGTGTTGGAAGTTCTGGCTAGGGCAATCAGGCAAGAGAAAGAAATCAAGGGTATTCAGTTAGGAAAAGAAGAAGTCAAATTGTCCCTCTTTGCAGATGACATGATTGTATATTTAGAAAATCCCATCTTCTCAGCCCAAAATCTCCTTAAGCTGATAAACAACTTCAGCAAAGTCTCAGGATACAAAATTAATGTGCAAAAATCACAAGCATTCTTATACACCAGTAACAGACAAACAGAGAGCCAAATCAGGAATGAACTTCCATTCACAATTGCTTCAAAGAGAGTAAAATACCTAGGAATCCAACTTACAAGGGATGTAAAGGACCTCTTCAAGGAGAACTACAAACCACTGCTCAGTGAAATAAAAGAGGACACAAACAAATGGAAGAACATACCATGCTCATGGATAGGAAGAATCAATATTGTGAAAATGGCCATACTGCCCAAGGTTATTTATACATTCAATGCCATCCCCATCAAGCTACCAACGAGTTTCTTCACAGAATTGGAAAAAACTGCTTTAAAGTTTATATGGAACCAAAAAAGAGCCCACATCTCCAAGACAATCCTAAGTCAAAAGAACAAAGCTGGAGGCATCACGCTACCTGACTTCAAACTCTACTACAAGGCTACAGTAACCAAAACAGCATGGTACTGGTACCAAAACAGAGATATAGACCAATGGAACAGAACAGAGTCCTCAGAAATAATACCACACATCTACAGCCATCTGATCTTTGACAAACCTGAGAGAAACAAGAAATGGGGAAAGGATTCCCTATTTAATAAATGGTGCTGGGAAAATTGGCTAGCCATAAGTAGAAAGCTGAAACTGGATCGTTTCCTTACTCCTTATACGAAAATTAATTCAAGATGGATTAGAGACTTAAATGTTAGACCTAATACCATAAAAACCCTAGAGGAAAACCTAGGTAGTACCATTCAGGACATAGGCATGGGCAAAGACTTCATGTCTAAAACACCAAAAGCAACGGCAGCAAAAGCCAAAATTGACAAATGGGATATCATTAAACTAAAGAGCTTCTGCACAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAGAATGGGAGAAAATTTTTGCAATCTACTCATCTGACAAAGGGCTAATATCCAGAACCTACAAAGAACTCAAACAAATTTACAAGAAAAAAACAAACAGCCCCATCAAAAAGTGGGCAAAGGATATGAACAGACATTTCTCAAAAGAAGACATTCATACAGCCAACAGACACATGAAAAAATGCTCATCATTACTGGCCATCAGAGAAATGCAAATCAAAACCACAATGAGATACCATCTCACACCAGTTAGAATGGCAATCATTAAAAAGTCAGGAAACAACAGGTGCTGGAGAGGATGTGCAGAAATAGGAACACTTTTACACTGTTGGTGGGATTGTAAACTAGTCCAACCATTATGGAAAACAGTATGGCGATTCCTCAAGGATCTAGAACTAGATGTACCATATGACCCAGCTATCCCATTACTGGGTATATACCCAAAGGATTATAAATCATGCTGCTATAAAGACACATGCACACGTATGTTTATTGCGGCACTATTCACAATAGCAAAGACTTGGAATCAACCCAAATGTCCATCAGTGACAGACTGGATTAAGAAAATGTGGCACATATACACCATGGAATACTATGCAGCCATAAAAAAGGATGAGTTTGTGTCCTTTGCAGGGACATGGATGCAGCTGGAAACCATCATTCTTAGCAAACTATCACAAGAACAGAAAACCAAACACCGCATGTTCTCACTCATAGGTGGGAACTGAACAATGAGATCACTTGGACTCGGGAAGGGGAACATCACACACTGGGGCCTATCACGGGGAGGGGGGAGGGGGGAGGGATTGCATTGGGAGTTATACCTGATGTAAATGACGAGTTGATGGGTGCTAACGAGTTGATGGGTGCAGCACAGCAACATGGCACAAGTATACATATGTAACAAACCTGCACGTTATGCACATGTACCTTAGAACTTAAAGTATAATAATAATAAAAAAA

>C2RC4  rheMac2_dna range=chr5:106283617-106289769
GGGGACGGAGCAAGATGGCCGAATAGGAACAGCTCCAGTCTCCAACTCCCAGCGCGAGCGACACAGAAGACCGGTGATTTCTGCATTTTCAACTGAGGTACTGGGTTCATCTCACTGGGGAGTGCCGGACGATCGGTGCTGGTCAGCTGCTGCAGCCCGACCAGCGAGAGCTGAAGCACGGCGAGGCATCGCCTCACCTGGGAAGCGCAAGTGGGAAGGGAATCCCTTTTCCTAGCCAGGGGAACTGAGACACACAACACCTGGAAAATCGGGTAACTCCCACCCCAATACTGCGCTTTAAGCAAACAGGCACACCAGGAGATCATATCCCACACCTGGCCGGGAGGGTCCCACACCCACGGAGCCTCCCTCATTGCTAGCACAGCAGTCTGTGATCTACCGGCAAGGCAGCAGCCAGGCTGGGGGAGGGGCGCCCGCCATTGCTGAGGCTTAAGTAGGTAAACAAAGCTGCTGGGAAGCTCGAACTGGGTGGAGCTCACAGCAGCTCAAGGAAACCTGCCTGTCTCTGTAGACTCCACCTCTGGGGACAGGGCACAGTAAACAATAACACAACCCAGCCGAAACCTCTGCAGACGCAAACGACTCTGTCTGACAGCTTTGAAGAGAGCAGTGGATCTCCCAACACGGAGGTTGAGATCTGAGAAGGGACAGACTCCCTGCTCAAGTGGGTCCCTGACCCCTGAGTAGCCTAACTGGGAGACATCCCCCACTAGGGGCAGTCTGACACCCCACACCTCACAGGGTGGAGTACACCCCTGAGAGGAAGCTTCCAAAGCAAGAATCAGACAGGTACACTCGCTGTTCAGAAATATGCTATCTTCTACAGCCTCTGCTGCTGATACCCAGGCAAACAGGGTCTGGAGTGGACCTCAAGCAATCTCCAACAGACCTACAGCTGAGGGTCCTGACTGTTAGAAGGAAAACTATCAAACAGGAAGGACACCTACACCAAAACCCCATCAGTACATCACCATCATCAAAGACCAGAGGCAGATAAAACCACAAAGATGGGGAAAAAGCAGGGCAGAAAAGCTGGAAATTCAAAAAATAAGAGCGCATCTCCCCCGGCAAAGGAGCACAGCTCATCGCCAGCAACGGATCAAAGCTGGATGGAGAATGACTTTGACGAGATGAGAGAAGAAGGCTTCAGTCCATCAAATTTCTCAGAGCTAAAGGAGGAATTACGTACCCAGCGCAAAGAAACTAAAAATCTTGAAAAAAAAGTGGAAGAATTGATGGCTAGAGTAATTAATGCAGAGAAGGTCATAAACGAAATGAAAGAGATGAAAACCATGACACGAGAAATACGTGACAAATGCACAAGCTTCAGTAACCGACTCGATCAACTGGAAGAAAGAGTATCTGCGATTGAGGATCAAATGAATGAAATGAAGCGAGAAGAGAAACCAAAAGAAAAAAGAAGAAAAAGAAATGAACAAAGCCTGCAAGAAGTATGGGATTATGTAAAAAGACCAAATCTACGTCTGATTGGGGTGCCTGAAAGTGAGGGGGAAAATGGAACCAAGTTGGAAAACACTCTGCAGGATATCATCCAGGAGAACTTCCCCAACCTAGTAGGGCAGGCCAACATTCAAATCCAGGAAATACAGAGAACGCCACAAAGATACTCCTCGAGAAGAGCAACTCCAAGACACATAATTGCCAGATTCACCAAAGTTGAAATGAAGGAAAAAATCTTAAGGGCAGCCAGAGAGAAAGGTCGGGTTACCCACAAAGGGAAGCCCATCAGACTAACAGCAGATCTCTCAGCAGAAACTCTCCAAGCCAGAAGAGAGTGGGGGCCAATATTCAACATTCTTAAAGAAAAGAATTTTAAACCCAGAATTTCATATCCAGCCAAACTAAGTTTCATAAGTGAAGGAGAAATAAAATCCTTTACAGATAAGCAAATGCTTAGAGATTTTGTCACCACTAGGCCTGCCTTACAAGAGACCCTGAAGGAAGCACTAAACATGGAAAGGAACAACCGGTACCAGCCATTGCAAAAACATGCCAAAATGTAAAGACCATCGATGCTAGGAAGAAACTGCATCAACTAACGAGCAAAATAACCAGTTAATATCATAATGGCAGGATCAAGTTCACACATAACAATCTTAACCTTAAATGTAAATGGACTAAATGCTCCAATTAAAAGACACAGACTGGCAAACTGGATAAAGAGTCAAGACCCATCAGTCTGCTGTATTCAGGAGACCCATCTCACATGCAGAGACATACATAGGCTCAAAATAAAGGGATGGAGGAAGATTTACCAAGCAAATGGAGAACAAAAAAAAGCGGGGGTTGCAATACTAGTCTCTGATAAAACAGACTTTAAACCATCAAAGATCAAAAGAGACCAAGAAGGCCATTACATAATGGTAAAGGGATCAATTCAACAGGAAGAGCTAACTATCCTAAATATATATGCACCCAATACAGGAGCACCCAGATTCATAAAGCAAGTCCTTAGAGACTTACAAAGAGACTTAGACTCCCATACAATAATAATGGGAGACTTCAACACTCCACTGTCAACATTAGACAGATCAACGAGACAGAAAGTTAACAAGGATATCCAGGAATTGAACTCATCTCTGCAGCAAGCAGACCTAATAGACATCTATAGAACTCTCCACCCCAAATCAACAGAATATACATTCTTCTCAGCACCACATCGTACTTACTCCAAAATTGACCACGTAATTGGAAGTAAAGCACTCCTCAGCAAATGTACAAGAACAGAAATTATAACAAACTGTCTCTCAGACCACAGTGCAATCAAACTAGAACTCAGGACTAAGAAACTCAATCAAAACCGCTCAACTACATGGAAACTGAACAACCTGCTCCTGAATGACTACTGGGTACATAACGAAATGAAGGCAGAAATAAAGATGTTCTTTGAAACCAATGAGAACAAAGATACAACATACCAGAATCTCTGGGACACATTTAAAGCAGTGTGTAGAGGGAAATTTATAGCACTAAATGCCCACAAGAGAAAGCAGGAAAGATTTAAAATTGACACTCTAACATCGCAATTAAAAGAACTAGAGAAGCAAGAGCAAACACATTCGAAAGCTAGCAGAAGGCAAGAAATAACTAAGATCAGAGCAGAACTGAAGGAGATAGAGACACAAAAAACTCTCCAAAAAATCAATGAATCCAGGAGTTGGTTTTTTGAAAAGATCAACAAAATTGACAGACCACTAGCAAGACTAATAAAGAAGAAAAGAGAGAAGAATCAAATCGACGCAATTAAAAATGATAAAGGGGATATCACCACCGACCCCACAGAAATACAAACTACCATCAGAGAATACTATAAACACCTCTACGCAAATAAACTGGAAAATCTAGAAGAAATGGATAATTTCCTGGACACTTACACTCTTCCAAGACTAAACAAGGAAGAAGTTGAATCCCTGAATAGACCAATAGCAGGCTCTGAAATTGAGGCAATAATTAATAGCTTACCAACCAAAAAAAGTCCAGGACCAGATGGATTCACAGCTGAATTCTACCAGAGGTACAAGGAGGAGTTGGTACCATTCCTTCTGAAACTATTCCAATCAATAGAAAAAGAGGGAATCCTCCCTAACTCATTTTATGAGGCCAACATCATCCTGATACCAAAGCCTGGCAGAGACACAACAAAAAAAGAGAATTTTAGACCAATATCCCTGATGAACATCGATGCAAAAATCCTCAATAAAATACTGGCAAACCAGATTCAGAAACACATCCAAAAGCTTATCCACCATGATCAAGTGGGCTTCATCCCTGGGATGCAAGGCTGGTTCAACATTCGCAAATCAATAAACATAATCCAGCATATAAACAGAACCAAAGACAAGAACCACATGATTATCTCAATAGATGCAGAAAAGGCTTTTGACAAAATTCAACAGCCCTTCATGCTAAAAACGCTCAATAAATTCGGTATTGATGGAACATACCTCAAAATAATAAGAGCTATTTATGACAAACCCACAGCCAATATCATACTGAATGGGCAAAAACTGGAAAAATTCCCTTTGAAAACTGGCACAAGACAGGGATGCCCTCTCTCACCACTCCTATTCAACATAGTGTTGGAAGTTCTGGCTAGGGCAATCAGGCAAGAGAAAGAAATCAAGGGTATTCAGTTAGGAAAAGAAGAAGTCAAATTGTCCCTGTTTGCAGATGACATGATTGTATATATAGAAAACCGTATTGTATCCGCCCAAAATCTCCTTAAGCTGATAAGCAACTTCAGCAAAGTCTCAGGATACAAAATCAATGTGCAAAAATCACAAGCATTCTTATACACCAGTAACAGACAAACAGAGAGCCAAATCATGAATGAACTTCCATTCACAATAGCTTCAAAGAGAATAAAATACCAAGGAATCCAACTTACAAGGGATGTAAAGGACCTCTTCAAGGAGAACTACAAACCACTGCTCAGTGAAATAAAAGAGGACACAAACAAATGGAAGAACATACCATGCTTATGGATAGGAAGAATCAATATTGTGAAAATGGCCATACTGCCCAAGGTAATTTATAGATTCAATGCCATCCCCATTAAGCTACCAATGACTTTCTTCACAGAATTGGAAAAAACTGCTTTAAAGTTCATACGGAACCAAAAAAGACCCCACATTGCCAAGACAGTCCTAAGCCAAAAGAACAAAGCTGCAAGCATCATGGTACCTGACTTCAAACTATACTACAAGGCTACAGTAACCAAAACAGCATGGTACTGGTACCAAAACAGAGATATAGACCAATGGAACACAACAGAGCCCTCAGAAATAATAGCACACATCTACAGCCATCTGATCTTTGACAAACCTCACAAAAACAAGAAATGGGGAAAGGATTCCCTATTTAATAAATGGTGCTGGGAAAATTGGCTAGCCATAAGTAGAAAGCTGAAACTGGATCCTTTCCTTACTCCTTATACGAAAATTAATTCAAGATGGATTAGAGACTTAAATGTTAGACCTAATACCATAAAAATCCTAGAGGAAAACCTAGGTAGTACCATTCAGGACATAGGCATGGGCAAAGACTTCATGTCTAAAACACCAAAAGCAATGGCAACAAAAGCCAAAATTGACAAATGGGATCTCATTAAACTAAAGAGCTTCTGCACAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAGAATGGGAGAAAATTTTTGCAATCCACTCATCTGACAAAGGGCTAATATCCAGAACCTACAAAGAACTCAAACAAATTTACAAGAAAAAAACAAACAACCCCATCAAAAAGTGGGCAAAGGATATGAACAGTCATTTCTCAAAAGAAGACATTCATACAGCCAACAGACACATGAAAAAATGCTCATCATCACTGGCCATCAGAGAAATGCAAATCAAAACCACAATGAGATACCATCTCACACCAGTTAGAATGGCGATCATTAAAACGTCAGGAAACAACAGGTGCTGGAGAGGATGTGGAGAAATAGGAACACTTTTACACTGTTGGTGGGATTGTAAACTAGTTCAACCATTATGGAAAACAGTATGGCGATTTCTCAAGGATCTAGAACTAGATGTACCATATGACCCAGCCATCCCATTACTGGGTATATATCCAAAGGATTATAAATTATGCTGCTATAAAGACACATGCACACGTATGTTTATTGCAGCACTATTCACAATAGCAAAGACTTGGAATCAACCCAAATGTCCATCAGTGACAGATTGGATTAAGAAAATGTGGCACATATACACCATGGAATACTATGCAGCCATCAAAAAGGATGAGTTTGTGTCCTTTGTAGGGACATGGATGCAGCTGGAAACCATCATTCTTAGCAAACTATCACAAGAACAGAAAACCAAACACCGCATGTTCTCACTCATAGGTGGGAACTGAACAATGAGATCACTTGGACTCAGGAAGGGGAACATCACACACCGGGGCCTATCATGGGGAGGGGAGAGGGGGGAGGCATTGCATTGGGAGTTATACCTGATGTAAATGACGAGTTGATGGGTGCAGCACACCAACATGGCACAAGTATACATATGTAACAAACCTGCACGTTATGCACATGTACCCTAGAACTTAAAGTATAATAATAATAAATAAA

>C2RC3   rheMac2_dna range=chrX:32691241-32697391 GGGGGCGGAGCAAGATGGCCGAATAGGAACAGCTCCAGTCTCCAACTCCCAGCGCCAGCGACACAGAAGACCGGTGATTTCTGCATTTTCAACTGAGGTACTGGGTTCATCTCACTGGGGAGTGCCAGACGATCGGTGCTGGTCAGCTGCTGCAGCCCGACCAGCGAGAGCTGAAGCAGGGCGAGGCATTGCCTCACCTGGGAAGCGCAAGGGGGAAGGGAATCCCTTTTCCTAGCCAGGGGAACTGAGACACACAACACCTGGAAAATCAGGTAACTCCCACCCCAATACTGTGCTTTAAGCAAACAGGCACACCAGGAGATCATATCCCACACCTGGCCGGGAGGGTCCCACACCCACGGAGCCTCCCTCATTGCTAGCACAGCAGTCTGTGATCTACTGGCAAGGCAGCAGCGAGGCTGGGGGAGGGGCGCCCGCCATTGCTGAGGCTTAAGTAGGTAAACAAAGCTGCTGGGAAGCTGGAACTGGGTGGAGCTCACAGCAGCTCAAGGAAACCTGCCTGTCTCTGTAGACTCCACCTCTGGGGACAGGGCACAGTAAACAATAACAAACGGAACAGAAACCTCTGCAGACGCAAACGACTCTGTCTGACAGCTTTGAAGAGAGCAGTGGATCTCCCAACACGGAGGTTGAGATCTGAGAAGGGACAGACTCCCTGCTCAAGTGGGTCCCTGACCCCTGAGTAGCCTAACTGGGAGACATCCCCCACTAGGGGCAGTCTGACACCCCACACCTCACAGGGTGGAGTACACCCCTGAGAGGAAGCTTCCAAAGCAAGAATCAGACAGGTACACTCGCTGTTCAGAAATATTCTATCTTCTGCAGCCTCTGCTGCTGATACCCAGCAAACAGGGTCTGGAGTGGACCTCAAGCAATCTCCAACAGACCTACAGCTGAGGGTCCTGACTGTTAGAAGGAAAACTATCAAACAGGAAGGACACCTACACCAAAACCCCGTCAGTACATCACCATCATCAAAGACCAGAGGCAGATAAAACCACAAAGATGGGGAAAAAGCAGGGCAGAAAAGCTGGAAATTCAAAAAATAAGAGCGCATCTCCCCCGGCAAAGGAGCGCAGCTCATCGCCAGCAACGGATCAAAGCTGGACGGAGAATGACTTTGACGAGATGAGAGAAGAAGGCTTCAGTCCATCAAATTTCTCAGAGCTAAAGGAGGAATTACGTACCCAGCGCAAAGAAACTAAAAATCTTGAAAAAAAAGTGGAAGAATTGATGGCTAGAGTAATTAATGCAGAGAAGGTCATAAACGAAATGAAAGAAATGAAAACCATGACACGAGAAATACATGACAAATGCACAAGCTTCAGTAACCGACTCGATCAACTGGAAGAAAGAGTATCAGCGATTGAGGATCAAATGAATGAAATGAAGCGAGAAGAGAAACCAAAAGAAAAAAGAAGAAAAAGAAATGAACAAAGCCTGCAAGAAGTATGGGATTATGTAAAAAGACCAAATCTACGTCTGATTGGGGTGCCTGAAAGTGAGGGGGAAAATGGAACCAAGTTGGAAAACACTCTTCAGGATATCATCCAGGAGAACTTCCCCAACCTAGTAGGGCAGGCCAACATTCAAATCCAGGAAATACAGAGAACGCCACAAAGATACTCCTTGAGAAGAGCAACTCCAAGACACATAATTGCCAGATTCACCAAAGTTGAAATGAAGGAAAAAATCTTAAGGGCAGCCAGAGAGAAAGGTCGGGTTACCCACAAAGGGAAGCCCATCAGACTAACAGCAGATCTCTCGGCAGAAACTCTACAAGCCAGAAGAGAGTGGGGGCCAATATTCAACATTCTTAAAGAAAAGAATTTTAAACCCAGAATTTCATATCCATCCAAACTAAGTTTCATCAGTGAAGGAGAAATAAAATCCTTTACAGATAAGCAAATGCTTAGAGATTTTGTCACCACTAGGCCTGCCTTACAAGAGACCCTGAAGGAAGCACTAAACATGGAAAGGAACAACTGGTACCAGCCATTGCAAAAACATGCCAAAATGTAAAGACCATCGAGGCTAGGAAGAAACTGCATCAACTAACGAGCAAAATAACCAGTTAATATCATAATGGCAGGATCAAGTTCACACATAACAATCTTAACCTTAAATGTAAATGGACTAAATGCTCCAATTAAAAGACACAGACTGGCAAACTGGATAAAGAGTCAAGACCCATCAGTCTGCTGTATTCAGGAGACCCATCTCACACGCAGAGACATACATAGGCTCAAAATAAAGGGATGGAGGAAGATTTACCAAGCAAATGGAGAACAAAAAAAAGTGGGGGTTGCAATACTAGTCTCTGATAAAACAGACTTTAAACCATCAAAGATCAAAAGAGACAAAGAAGGCCATTACATAATGGTAAAGGGATCAATTCAACAGGAAGAGCTAACTATCCTAAATATATATGCACCCAATGCAGGAGCACCCAGATTCATAAAGCAAGTCCTTAGAGACTTACAAAGAGACTTAGACTCCCATACAATAATAATGGGAGACTTCAACACTCCACTGTCAACATTAGACAGATCAACGAGACAGAAAGTTAACAAGGATATCCAGGAATTGAACTCATCTCTGCAGCAAGCAGACCTAATAGACATCTATAGAACTCTCCACCCCAAATCAACAGAATATACATTCTTCTCAGCACCACATCGTACTTACTCCAAAATTGACCACGTAATTGGAAATAAAGCACTCCTCAGCAAATGTACAAGAACAGAAATTTTAACAAACTGTCTCTCAGACCACAGTGCAATCAAACTAGAACTCAGGACTAAGAAACTCAATCAAAACCGCTCAACTACATGGAAACTGAACAACCTGCTCCTGAATGACTACTGGGTACATAACGAAATGAAGGCAGAAATAAAGATGTTCTTTGAAACCAATGAGAACAAAGATACAACATACCAGAATCTCTGGGACACATTTAAAGCAGTGTGTAGAGGGAAATTTATAGCACTAAATGCCCACAAGAGAAAGCAGGAAAGATCTAAAATTGACACTCTAACATCACAATTAAAAGAACTAGAAAAGCAAGAGCAAACTCATTCGAAAGCTAGCAGAAGGCAAGAAATAACTAAGATCAGAGCAGAACTGAAGGAGATAGAGACACAAAAAACCCTCCAAAAAATCAATGAATCCAGGAGTTGGTTTTTTGAAAAGATCAACAAAATTGACAGACCACTAGCAAGACTAATAAAGAAGAAAAGAGAGAAGAATCAAATCGACGCAATTAAAAATGATAAAGGGGATATCACCACTGACCCCACAGAAATACAAACTACCATCAGAGAATACTATAAACACCTCTACGCAAATAAACTGGAAAATCTAGAAGAAATGGATAATTTCCTGGACACTTACACTCTTCCAAGACTAAACCAGGAAGAAGTTGAATCCCTGAATAGACCAATAGCAGGCTCTGAAATTGAGGCAATAATTAATAGCCTACCAACTAAAAAAAGTCCAGGACCAGATGGATTCACAGCTGAATTCTACCAGAGGTACAAGGAGGAGTTGGTACCATTCCTTCTGAAACTATTCCAATCAATAGAAAAAGAGGGAATCCTCCCTAACTCATTTGATGAGGCCAACATCATCCTGATACCAAAGCCTGGCAGAGACACAACAAAAAAAGAGAATTTTAGACCAATATCCCTGATGAACATCGATGCAAAAATCCTCAATAAAGTACTGGCAAACCGGATTCAGCAACACATCAAAAAGCTTATCCACCATGATCAAGTGGGCTTCATCCCTGGGATGCAAGGCTGGTTCAACATACGCAAATCAATAAACATAATCCAACATATAAACAGAACCAAAGACAAGAACCACATGATTATCTCAATAGATGCAGAAAAGGCTTTTGACAAAATTCAACAGCCCTTCATGCTAAAAACGCTCAATAAATTCAGTATTGATGGAACGTACCTCAAAATAATAACAGCTATTTATGACAAACCCACAGCCAATATCATACTGAATGGGCAAAAACTGGAAAAATTCCCTTTGAAAACTGGCACAAGACAGGGATGCCCTCTCTCACCACTCCTATTCAACATAGTGTTGGAAGTTCTGGCTAGGGCAATTAGGCAAGAGGAAGAAATCAAGGGTATTCAGTTAGGAAAAGAAGAAGTCAAATTGTCCCTGTTTGCAGATGACATGATTGTATATTTAGAAAACCCCATTGTCTCAGCCCAAAATCTCCTTAAGCTGATAAGCAACTTCAGCAAAGTCTCAGGATACAAAATTAATGTGCAAAAATCACAAGCATTCTTATACACCAGTAACAGACAAACAGAGAGCCAAATCAGGAATGAACTTCCATTCACAATTGCTTCAAGGAGAATAAAATACCTAGGAATCCACCTTACAAGGGATGTAAAGGACCTCTTCAAGGAGAACTACAAACCACTGCTCAGTGAAATAAAAGAGGACACAAACAAATGGAAGAACATACCATGCTCATGGATAGGAAGAATCAATATCGTGAAAATGGCCATACTGCCCAAGGTAATTTATAGATTCAATGCCATCCCCATCAAGCTACCAATGAGTTTCTTCACAGAATTGGAAAAAACTGCTTTAAAGTTCATATGGAACCAAAAAAGAGCCCGCATCTCCAAGACAATCCTAAGTCAAAAGAACAAAGCTGGAGGCATCACGCTACCTGACTTCAAACTATACTACAAGGCTACAGTAACCAAAACAGCATGGTACTGGTACCAAAACAGAGATATAGACCAATGGAACAGAACAGAGTCCTCAGAAATAATACCACACATCTACAGCCATCTGATCTTTGACAAACCTGAGAGAAACAAGAAATGGGGAAAGGATTCCGTATTTAATAAATGGTGCTGGGAAAATTGGCTAGCCATAAGTAGAAAGCTGAAACTGGATCCTTTCCTTACTCCTTATACGAAAATTAATTCAAGATGGATTAGAGACTTAAATGTTAGACCTAATACCATAAAAATCCTAGAGGAAAACCTAGGTAGTACCATTCAGGACATAGGCATGGGCAAAGACTTCATGTCTAAAACACCAAAAGCAACGGCAGCAAAAGCCAAAATTGACAAATGGGATCTCATTAAACTAAAGAGCTTCTGCACTGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAGAATGGGAGAACATTTTTGCAATCTACTCATCTGACAAAGGGCTAATATCCAGAACCTACAAAGAACTCAAACAAATTTACAAGAAAAAAACAAAGAACCCCATCAAAAAGTGGGCAAAGGATATGAACAGACATTTCTCAAAAGAAGACATTCATACAGCCAACAGACACATGAAAAAATGCTCATCATCACTGGCCATCAGAGAAATGCAAATCAAAACCACAATGAGATACCATCTCACACCAGTTATAATGGCGATCATTAAAAAGTCAGGAAACAACAGGTGCTGGAGAGGATGTGGAGAAATAGGAACACTTTTACACTGTTGGTGGGATTGTAAACTAGTTCAACCATTGTGGAAAACAGTATGGCGATTCCTCAAGGATCTAGAACTAGATGTACCATATGACCCAGCCATCCCATTACTGGGTATATACCCAAAGGATTATAAATTATGCTGCTATAAAGACACATGCACACGTATGTTTATTGCAGCACTATTCACAATAGCAAAGACTTGGAATCAACCCAAATGTCCATCAGTGACAGATTGGATTAAGAAAATGTGGCACATATACACCATGGAATACTATGCAGCCCTCAAAAAGGATGAGTTTGTGTCCTTTGTAGGGACATGGATGCAGCTGGAAACCATCATTCTTAGCAAACTATCACAAGAACAGAAAACCAAACACCGCATGTTCTCACTCATAGGTGGGAACTGAACAATGAGAACACTTGGACTCAGGAAGGGGAACATCATACACCGGGGCCTATCATGGGGAGGGGGAAGGGGGGAGGGATTGCATTGGGAGTTATACCTGATGTAAATGATGAGTTGATGGGTGCAGCACACCAACATGGCACAAGTATACATATGTAACAAACTTGCACGTTATGCACATGTACCCTACAACTTAAAGTATAATAATAATAAATAAA
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GGGGGCGGAGCAAGATGGCCGAATAGGAACAGCTCCAGTCTCCAACTCCCAGGGCGAGCGACACAGAAGACCAGTGATTTCTGCATTTTCAACGGAGGTACTGGGTTCATCTCACTGGGGAGTGCCGGACAATCCGTGCTGGTCCGCTGCTGCTGCAGCCCGACCAGCGAGAGCTGAAGCAGGGCGAGGCATTGCCTCACCTGGGAAGCGCAAGGGGGAAGGGAATCCCTTTTCCTAGCCAGGGGAACTGAGACACGCAACACCTGGAAAATCGGGTAACTCCCACCCCAATACTGCGCTTTAAGCAAACAGGCACACCAGGAGATCATATCCCACACCTGGCCGGGAGGGTCCCACACCCACGGAGCCTCCCTCATTGCTAGCACAGCAGTCTGTGATCTACCGGCAAGGCAGCAGCGAGGCTGGGGGAGGGGCGCCCGCCATTGCTGAGGCTTAAGTAGGTAAACAAAGCTGCTGGGAAGCTCGAACTGGGTGGAGCTCACAGCAGCTCAAGGAAACCTGCCTGTCTCTGTAGACTCCACCTCTGGGGACAGGGCAATAACAAACACAGCCGAAACCTCTGCAGACGCAAACAACTCTGTCTGACAGCTTTGAAGAGAGCAGTGGATCTCCCAACACGGAGGTTGAGATCTGAGAAGGGACAGACTCCCTGCTCAAGTGGGTCCCTGACCCCTGAGTAGCCTAACTGGGAGACATCCCCCACTAGGGGCAGTCTGACACCCCACACCTCACAGGGTGGAGTACACCCCTGAGAGGAAGCTTCCAAAGCAAGAATCAGACAGGTACACTCGCTGTTCAGAAATATTCTATCTTCTGCAGCCTCTGCTGCTGATACCCAGGCAAACAGGATCTGGAGTGGACCTCAAGCAATCTCCAACAGACCTACAGCTGAGGGTCCTGACTGTTAGAAGGAAAACTATCAAACAGGAAGGACACCTACACCAAAACCCCATCAGTACATCACCATCATCAAAGACCAGAGGCAGATAAAACCACAAAGATGGGGAAAAAGCAGGGCAGAAAAGCTGGAAATTCAAAAAATAAGAGTGCATCTCCCCCGGCAAAGGAGCGCAGCTCATCGCCAGCAACGGATCAAAGCTGGACGGAGAATGACTTTGACGAGATGAGAGAAGAAGGCTTCAGTCCATCAAATTTCTCAGAGCTAAAGGAGGAATTACGTACCCAGCGCAAAGAAACTAAAAATCTTGAAAAAAAAGTGGAAGAATTGATGGCTAGAGTAATTAATGCAGAGAAGGTCCTAAACGAAATGAAAGAGATGAAAACCATGACACGAGAAATACGTGACAAATGCACAAGCTTCAGTAACCGACTCGATCAACTGGAAGAAAGAGTATCTGCGATTGAGGATCAAATGAATGAAATGAAGCGAGAAGAGAAACCAAAAGAAAAAAGAAGAAAAAGAAATGAACAAAGCCTGCAAGAAGTATGGGATTATGTAAAAAGACCAAATCTACGTCTGATTGGGGTGCCTGAAAGTGAGGGGGAAAATGGAACCAAGTTGGAAAACACTCTTCAGGATATCATCCAGGAGAACTTCCCCAACCTAGTAGGGCAGGCCAACATTCAAATCCAGGAAATACAGAGAACGCCACAAAGATACTCCTCGAGAAGAGCAACTCCAAGACACATAATTGCCAGATTCACCAAAGTTGAAATGAAGGAAAAAATCTTAAGGGCAGCCAGAGAGAAAGGTCGGGTTACCCACAAAGGGAAGCCCATCAGACTAACAGCAGATCTCTCGGCAGAAACTCTACAAGCCAGAAGAGAGTGGGGGTCAATATTCAACATTCTTAAAGAAAAGAATTTTCAACCCAGAATTTCATATCCAGCCAAACTAAGTTTCATAAGTGAAGGAGAAATAAAATACTTTACAGATAAGCAAATGCTTAGAGATTTTGTCACCACTAGGCCTGCCTTACAAGAGACCCTGAAGGAAGCACTAAACATGGAAAGGAACAACCGGTACCAGCCATTGCAAAAACATGCCAAAATGTAAAGACCATCGAGGCTAGGAAGAAACTGCATCAACTAACGAGCAAAATAACCAGTTAATATCATAATGGCAGGATCAAGTTCACACATAACAATCTTAACCTTAAATGTAAATGGACTAAATGCTCCAATTAAAAGACACAGACTGGCAAACTGGATAAAGAGTCAAGACCCATCAGTCTGCTGTATTCAGGAGACCCATCTCACACGCAGAGACATACATAGGCTCAAAATAAAGGGATGGAGGAAGATTTACCAAGCAAATGGAGACCAAAAAAAAGCGGGGGTTGCAATACTAGTCTCTGATAAAACAGACTTTAAACCATCAAAGATCAAAAGAGACAAAGAAGGCCATTACATAATGGTAAAGGGATCAATTCAACAGGAAGAGCTAACTATCCTAAATATATATGCACCCAATACAGGAGCACCCAGATTCATCAAGCAAGTCCTTAGAGACTTACAAAGAGACTTAGACTCCCATACAATAATAATGGGAGACTTCAACACTCCACTGTCAACATTAGACAGATCAACGAGACAGAAAGTTAACAAGGATATCCAGGAATTGAACTCATCTCTGCAGCAAGCAGACCTAATAGACATCTATAGAACTCTCCACCCCAAATCAACAGAATATACATTCTTCTCAGCACCACATCGTACTTACTCCAAAATCGACCACGTAATTGGAAGTAAAGCACTCCTCAGCAAATGTACAAGAACAGAAATTATAACAAACTGTCTCTCAGACCACAGTGCAATCAAACTAGAACTCAGGACTAAGAAACTCAATCAAAACCGCTCAACTACATGGAAACTGAACAACCTGCTCCTGAATGACTACTGGGTACATAACGAAATGAAGGCAGAAATAAAGATGTTCTTTGAAACCAATGAGAACAAAGATACAACATACCAGAATCTCTGGGACACATTTAAAGCAGTGTGTAGAGGGAAATTTATAGCACTAAATGCCCACAAGAGAAAGCAGGAAAGATCTAAAATTGACACTCTAACATCGCAATTAAAAGAACTAGAGAAGCAAGAGCAAACACATTCGAAAGCTAGCAGAAGGCTAGAAATAACTAAGATCAGAGCAGAACTGAAGGAGATAGAGACACAAAAAAATCTCCAAAAAATCAATGAATCCAGGAGTTGGTTTTTTGAAAAGATCAACAAAATTGACAGACCACTAGCAAGACTAATAAAGAAGAAAAGAGAGAAGAATCAAATCGACGCAATTAAAAATGATAAAGGGGATATCAGCACCGACCCCACAGAAATACAAACTACCATCAGAGAATACTATAAACACCTCTACGCAAATAAACTGGAAAATCTAGAAGAAATGGATAATTTCCTGGACACTTACACTCTTCCAAGACTAAACCAGGAAGAAGTTGAATCCCTGAATAGACCAATAGCAGGCTCTGAAATTGAGGCAATAATTAATAGCCTACCAACCAAAAAAAGTCCAGGACCAGATGGATTCACAGCTGAATTCTACCAGAGATACAAGGAGGAGTTGGTACCATTCCTTCTGAAACTATTCCAATCAATAGAAAAAGAGGGAATCCTCCCTAACTCATTTTATGAGGCCAACATCATCCTGATACCAAAGCCTGGCAGAGACACAACAAAAAAAGAGAAATTTAGACCAATATCCCTGATGAACATCGATGCAAAAATCCTCAATAAAATACTGGCAAACCGGATTCAGCAACACATCAAAAAGCTTATCCACCATGATCAAGTGGGCTTCATCCCTGGGATGCAAGGCTGGTTCAACATTCGCAAATCAATAAACATAATCCAGCATATAAACAGAACCAAAGACAAGAACCACATGATTATCTCAATAGATGCAGAAAAGGCTTTTGACAAAATTCAACAGCCCTTCATGCTAAAAACGCTCAATAAATTTGGTATTGATGGAACGTACCTCAAAATAATAAGAGCTATTTATGACAAACCCACAGCCAATATCATACTGAATGGGCAAAAACTGGAAAAATTCCCTTTGAAAACTGGCACAAGACAGGGATGCCCTCTCTCACCACTCCTATTCAACATAGTGTTGGAAGTTCTGGCTAGGGCAATTAGGCAAGAGAAAGAAATTAAGGGTATTCAGTTAGGAAAAGAAGAAGTCAAACTGTCCCTGTTTGCAGATGACATGATTGTATATTTAGAAAACCCCATTGTCTCAGCCCAAAATCTCCTTAAGCTGATAAGCAACTTCAGCAAAGTCTCAGGATACAAAATTAATGTGCAAAAATCACAAGCATTCTTATACACCAGTAACAGACAAACAGAGAGCCAAATCAGGAATGAACTTCCATTCACAATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACTTACAAGGGATGTAAAGGACCTCTTCAAGGAGAACTACAAACCACTGCTCAGTGAAATAAAAGAGGACACAAACAAATGGAAGAACATACCATGCTCATGGATAGGAAGAATCAATATCGTGAAAATGGCCATACTGCCCAAGGTAATTTATAGATTCAATGCCATCCCCATCAAGCTACCAATAAGTTTCTTCACAGAATTGGAAAAAACTGCTTTAAAGTTCATATGGAACCAAAAAAGAGCCCGCATCTCCAAGACAATCCTAAGTCAAAAGAACAAAGCTGGAGGCATCACGCTACCTGACTTCAAACTATACTACAAGGCTACAGTAACCAAAACAGCATGGTACTGGTACCAAAACAGAGATATAGACCAATGGAACAGAACAGAGTCCTCAGAAATAATACCACACATCTACAGCCATCTGATCTTTGACAAACCTGAGAGAAACAAGAAATGGGGAAAGGATTCCCTATTTAATAAATGGTGCTGGGAAAATTGGCTAGCCATAAGTAGAAAGCTGAAACTGGATCTTTTCCTTACTCCTTATACGAAAATTAATTCAAGATGGATTAGAGACTTAAATGTTAGACCTAATACCATAAAAATCCTAGAGGAAAACCTAGGTAGTACCATTCAGGACATAGGCATGGGCAAAGACTTCATGTCTAAAACACCAAAAGCAACGGCAGCAAAAGCCAAAATTGACAAATGGGATCTCATTAAACTAAAGAGCTTCTGCACAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAGAATGGGAGAAAATTTTTGCAATCTACTCATCTGACAAAGGGCTAATATCCAGAACCTACAAAGAACTCAAACAAATTTACAAGAAAAAAACAAACAACCCCATCAAAAAGTGGGCAAAGGATTGGAACAGACATTTCTCAAAAGAAGACATTCATACAGCCAACAGACACATGAAAAAATGCTCATCATCACTGGCCATCAGAGAAATGCAAATCAAAACCACAATGAGATACCATCTCACACCAGTTAGAATGGCGATCATTAAAAAGTCAGGAAACAACAGGTGCTGGAGAGGATGTGGAGAAATAGGAACACTTTTACACTGTTGGTGGGATTGTAAACTAGTTCAACCATTATGGAAAACAGTATGGCGATTCCTCAAGGATCTAGAACTAGATGTACCATATGACCCAGCCATGCCATTACTGGGTATATACCCAAAGGATTATAAATTATGCTGCTATAAAGACACATGCACACGTATGTTTATTGCAGCACTATTCACAATAGCAAAGACTTGGAATCAACCCAAATGTCCATCAGTGACAGATTGGATTAAGAAAATGTGGCACATATACACCATGGAATACTATGCAGCCATCAAAAAGGATGACTTTGTGTCCTTTGTAGGGACATGGATGCAGCTGGAAACCATCATTCTTAGCAAACTATCACAAGAACAGAAAACCAAACACTGCATGTTCTCACTCATAGGTGGGAACTGAACAATGAGATCACTTGGACTCAGGAAGGGGAACATCACACACCGGGGCCTATCATGGGGAGGGGGAAGGGGGGAGGGATTGCATTGGGAGTTATACCTGATATAAATGACGAGTTGATGGGTGCAGCACACCAACATGGCACAAGTATACATATGTAACAAACCTGCATGTTATGCACATGTACCCTACAACTTAAAGTATAATAATAATAAATAAA
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GGGTGGAGCAAGATGGCCGAATAGGAACAGCTCCAGTCTCCAACCCCCAGCGCAAGCGAAACAGAAGACCGGTGATTTCTGCATTTTCAACTGAGGTACTGGGTTCATCTCAATGGGGAGTGCCGGACGATCGGTGCTGGTCAGCTGCTGCAGCCCGACCAGCGAGAGCTGAATCAGGGCGAGGCATTGCCTCACCTGGGAAGCACAAGGGGAAAGGGAATCCCTTTTCCTAGCCAGGGGAACTGAGACACACAACACCTGGAAAATCGGGTAACTCCCACCCCAATACTGCGCTTTAAGCAAACAGGCACACCAGGAGATCATATCCCACACCTGGCCGGGAGGGTCCCACACCCACGGAGCCTCCCTCATTGCTAGCACAGAAGTCTGTGATCTACCGGCAAGGCAGCAGCGAGGCTGGGGGAGGGGCGCCCTACATTGCTGAGGCTTAAGTAGGTAAACAAAGCTGCTGGGAAGCTCGAACTGGGTGGAGCTCACAGCAGCTCAAGGAAACCTGCCTGTCTCTGTAGACTCCACCTCTGGGGACAGGGCAATAACAAACGCAGCCAAAACCTCTGCAGACGCAAACGACTCTGTCTGACAGCTTTGAAGAGAGCAGTGGATTTCCCAACACGGAGGTTGAGATCTGAGAAGGGACAGACTCCCTGCTCAAGTGGGTCCCTGACCCCTGAGTAGCCTAACTGGGAGACATCCCCCACTAGGGGCAGTCTGACACCTCACACCTCACAGGGTGGAGTACACCCCTGAGAGGAAGCTTCCAAAGCAAGAATCAGACAGGTACACTCACTGTTCAGAAATATTCTATCTTCTGCAGCCTCTGCTGCTGATACCCAGGCAAACAGGGTCTGGAGTGGACCTCAAGCAATCTCCAACAGACCTACAGCTGAGGGTCCTGACTGTTAGAAGGAAAACTATCAAACAGGAAGGACACCTACACCAAAACCCCATCAGTACATCACCATCATCAAAGACCAGAGGCAGATAAAACCACAAAGATGGGGAAAAAGCAGGGCAGAAAAGCTGGAAATTCAAAAAATAAAAGCGCATCTCCCCCGGCAAAGGAGCGCAGCTCATCACCAGCAACGGATCAAAGCTGGACGACGGAGAATGACTTTGACGAGATGAGAGAAGAAGGCTTCAGTCCATCAAATTTCTCAGAGCTAAAGGAGGAATTACGTACCCAGCGCCAAGAAACTAAAAATCTTGAAAAAAAAGTGGAAGAATTGATGGCTAGAGTAATTAATGCAGAGAAGGTCATAAATGAAATGAAAGAGATGAAAACCATGACACGAGAAATACGTGACAAATGCACAAGCTTCAGTAACCGACTCGATCAACTGGAAGAAAGAGTATCAGCGATTGAAGATCAAATGAATGAAATGAAGCGAGAAGAGAAACCAAAAGAAAAAAGAAGAAAAAGAAATGAACAAAGCCTGCAAGAAGTATGGGATTATGTAAAAAGACCAAATCTACGTCTGATTGGGGTGCCTGAAAGTGAGGGGGAAAATGGAACCAAGTTGGAAAACACTCTTCAGGATATCATCCAGGAGAACTTCACCAACCTAGTAGGGCAGGCCAACATTCAAATCCAGGAAATACAGAGAATGCCACAAAGATACTCCTCGAGAAGAGCAACTCCAAGACACATAATTGCCAGATTCACCAAAGTTGAAATGAAGGAAAAAATCTTAAGGGCAGCCAGAGAGAAAGGTCAGGTTACCCACAAAGGGAAGCCCATCAGACTAACAGCAGATCTCTCGGCAGAAACTCCACAAGCCAGAAGAGAGTGGGGACCAATATTCAACATTCTTAAAGAAAAGAATTTTAAACCCAGAATTTCATATCCAGCCAAACTAAGTTTCATAAGTGAAGGAGAAATAAAATCCTTTACAGATAAGCAAATGCTGAGAGATTTTGTCACCACTAGGCCTGCCTTACAAGAGACCCTGAAGGAAGCACTAAACATGGAAAGGAACAGCCGGTACCAGCCATTGCAAAAACATGCCAAAATGTAAAGACCATCGAGGCTAGGAAGAAACTGCATCAACTAACGAGCAAAATAACCAGTTAATATCATAATGGCAGGATCAAGGTCACACATAACAATCTTAACCTTAAATGTAAATGAACTAAATGCTCCAATTAAAAGACACAGACTGGCAAACTGGATAAAGAGTCAAGACCCATCAGTCTGCTGTATTCAGGAGACCCATCTCACACGCAGAGACATACATAGGCTCAAAATAAAGGGATGGAGGAAGATTTACCAAGCAAATGGAGAACAAAAACAAGTGGGGATTGCAATACTAGTCTCTGATAAAACAGACTTTAAACCATCAAAGATCAAAAGAGACAAAGAAGGCCATTACATAATGGTAAAGGGATCAATTCAACAGGAAGAGCTAACTATCCTAAATATATATGCACCCAATACAGGAGCACCCAGATTCATCAAGCAAGTCCTTAGAGACTTACAAAGAGACTTAGACACCCATACAATAATAATGGGAGACTTCAACACTCCACTGTCAACATTAGACAGATCAACGAGACAGAAAGTTAACAAGGATATCCAGGAATTGAACTCATCTCTGCAGCAAGCAGACCTAATAGACATCTATAGAACTCTCGACCCCAAATCAACAGAATATACATTCTTCTCAGCACCACATCATACTTACTCCAAAATCGACCACGTAATTGGAAGTAAAGCACTCCTCAGCAAATGTACAAGAACAGAAATTATAACAAACTGTCTCTCAGACCACAGTGCAATCAAACTAGAACTCAGGACTAAGAAGCTCAATCAAAACCGCTCAACTACATGGAAACTGAACAACCTGCTCCTGAATGACTACTGGGTACATAACGAAATGAAGGCAGAAATAAAGATGTTCTTTGAAACCAATGAGAACAAAGATACAACATACCAGAATCTCTGGGACACATTTAAAGCAGTGTGTAGAGGGAAATTTATAGCACTAAATGCCCACAAGAGAAAGCTGGAAAGATCTAAAATTGACACTCTAACATCGCAATTAAAAGAACTAGAGAAGCAAGAGCAAACACATTCGAAAGCTAGCAGAAGGCAAGAAATAACTAAGATCAGAGCAGAACTGAAGGAGATAGAGACACAAAAAACCCTCCAAAAAATCAATGAATCCAGGAGTTGGTTTTTTGAAAAGATCAACAAAATTGACAGACCACTAGCAAGACTAATAAAGAGGAAAAGAGAGAAGAATCAAATCGACGCAATTAAAAATGATAAAGGGGATATCACCACCGACCCCACAGAAATACAAACTACCATCAGAGAATACTATAAACACCTCTACGCAAATCAACTGGAAAATCTAGAAGAAATGGATAATTTCCTGGACACTTACACTCTTCCAAGACTAAACCAGGAAGAAGTTGAATCCCTGAATAGACCAATAGCAGGCTCTGAAATTGAGGCAATAATTAATAGCCTACCAACCAAAAAAAGCCCAGGACCAGATGGATTCACAGCTGAATTCTACCAGAGGTACAAGGAGGAGTTGGTACCATTCCTTCTGAAACTATTCCAATCAATAGAAAAAGAGGGAATCCTCCCTAACTCATTTTATGAGGCCAACATCATCCTGATACCAAAGCCTGGCAGAGACACAACAAAAAAAGAGAATTTTAGACCAATATCCCTGATGAACATCGATGCAAAAATCCTCAATAAAATACTGGCAAACCGGATCCAGCAGCACATCCAAAAGCTTATCCACCATGACCAAGTGGGCTTCATCCCAGGGATGCAAGGCTGGTTCAACATTCACAAAACAATAAACATAATCCAGCATATAAACAGAACCAAAGACAAGAACCACATGATTATCTCAATAGATGCAGAAAAGGCTTTTGACAAAATTCAACAGCCCTTCATGCTAAAAACGCTCAATAAATTCGGTATTGATGGAACGTACCTCAAAATAATAAGAGCTATCTATGACAAACCCACAGCCAATATCATACTGAATGGGCAAAAACTGGAAAAATTCCCTTTGAAAACTGGCACAAGACAGGGATGCCCTCTCTCACCACTCCTATTCAACATAGTGTTGGAAGTTCTGGCTAGGGCAATTAGGCAAGAGAAAGAAATCAAGGGTATTCAGTTAGGAAAAGAAGAAGTCAAATTGTCCCTCTTTGCAGATGACATGATTGTATATTTAGAAAACCCCATTGTCTCAGCCCAAAATCTCCTTAAGCTGATAAGCAACTTCAGCAAAGTCTCAGGATACAAAATTAATGTGCAAAAACCACAAGCATTCTTATACACCAGTAACAGACAAACAGAGAGCCAAATCAGGAATGAACTTCCATTCACAATTGCTTCAAAGAGAATCAAATACCTAGGAATCCAACTGACAAGGGATGTAAAGGACCTCTTCAAGGAGAACTACAAACCACTGCTCAGTGAAATAAAAGAGGACACAAACAAATGGAAGAACATACCATGCTCATGGATAGGAAGAATCAATATCGTGAAAATGGCCATACTGCCCAAGGTAATTTATAGATTCAATGCCATCCCCATCAAGCTACCAATGAGTTTCTTCACAGAATTGGAAAAAACTGCTTTAAAGTTCATATGGAACCAAAAAAGAGCCCGCATCTCCAAGACAATCCTAAGTCAAAAGAAGAAAGCTGGAGGCATCACGCTACCTGACTTCAAACTATACTACAAGGCTACAGTAACCAAAACAGCATGGTACTGGTACCAAAACAGAGATATAGACCAATGGAACAGAACAGAGTCCTCAGAAATAATACCACACATCTATAGCCATCTGATCTTTGACAAAACTGAGAGAAACAAGAAATGGGGGAAGGATTCCCTATTTAATAAATGGTGCTGGGAAAATTGGCTAGCCATAAGTAGAAAGCTGAAACTGGATCCTTTCCTTACTCCTTATACGAAAATTAATTCAAGATGGATTAGAGACTTAAATGTTAGACCTAATACCATAAAAATCCTAGAGGAAAACGTAGGTAGTACCATTCAGGACATAGGCATGGGCAAAGACTTCATGTCTAAAACACCAAAAGCAATGGCAGCAAAAGCCAAAATTGACAAATGGGATGTAATTAAACTAAAGAGCTTCTGCACAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAGAATGGGAGAAAATTTTTGCAATCTACTCATCTGACAAAGGGCTAATATCCAGAACCTACAAAGAACTCAAACAAATTTACAAGAAAAAAACAAACAACCCCATCAAAAAGTGGGCAAATGATATGAACAGACATTTCTCAAAAGAAGACATTCATACAGCCAACAGACACATGAAAAAATGCTCATCATCACTGGCCATCAGAGAAATGCAAATCAAAACCACAATGAGATACCATCTCACACCAGTTAGAATGGCGATCATTAAAAAGTCAGGAAACAACAGGTGCTGGAGAGGATGTGGAGAAATAGGAACACTTTTACACTCTTGGTGGCATTGTAAACTAGTTCAACCATTATGGAAAACAGTATGGCGATTCCTCAAGGATCTAGAACTAGATGTGCCATATGACCCAGCCATCCCATTACTGGGTATATACCCAAAGGATTATAAATTATGCTGCTCTAAAGACACATGCACACGTATGTTTATTGCAGCACTATTCACAATAGCAAAGACTTGGAATCAACCCAAATGTCCATCAGTGACAGATTGGATTAAGAAAATGTGGCACATATACACCATGGAATACTATGCAGCCATAAAAAAGGATGAGTTTGTGTCCTTTGTAGGGACATGGATGCAGCTGGAAACCATCATTCTCAGCAAACTATCACAAGAACAGAAAACCAAACACCGCATGTTCTCACTCATAGGTGGGAACTGAACAATGAGATCACTTGGACTTGGGAAGGGGAACATCACACACCGGGGCCTATCATGGGGAGGGGGAGGCGGGAGGGATTGCATTGGGAGTTATACCTGATGTAAATGACGAGTTGATGGGTGCAGCACACCAACATGGCACAAGTATACATATGTAACAAACCTGTACGTTATGCACATGTACCCTACAACTTAAAGTATAATAATAATAAATAAA

>F4_26  rheMac2_dna range=chr4:96051807-96057947 
GGGCGGAGCAAGATGGCCGAATAGGAACAGCTCCAGTCTCCAACTCCCAGCGCGAGCGACACAGAAGACCGGTGATTTCTGCATTTTCAACTGAGGTACTGGGTTCATCTCACTGGGGAGTGCCGGACGATCGGTGCTGGTCAGCTGCTGCAGCCCGACCAGCGAGAGCTGAAGCAAGGCGAGGCATTGCCTCACCTGGGAAGCACAAGGGGGAAGGGAATCCCTTTTCCTAGCCAGGGGAACAGAGACACACAACACCTGGAAAATCGGGTAACTCCCACCCCAATACTGCGCTTTAAGCAAACAGGCACACCAGGAGATCATATCCCACACCTGGCCGGGAGGGTCCCACACCCACGGAGCCTCCCTCATTGCTAGCACAGCAGTCTGTGATCTACCGGCAAGGCAGCAGCGAGGCTGGGGGAGGGGCGCCCGCCATTGCTGAGGCTTAAGTAGGTAAACAAAGCTGCTGGGAAGCTCGAACTGGGTGGAGCTCACAGCAGCTCAAGGAAACCTGCCTGTCTCCGTAGACTCCACCTCTGGGGACAGGGCAATAACAAACGCAGCTGAAACCTCTGCAGATGCAAACGACTCTGTCTGACAGCTTTGAAGAGAGCAGTGGATCTCCCAACACGGAGGTTGAGATCTGAGAAGGGACAGACTCCCTGCTCAAGTGGGCCCCTGACCCCTGAGTAGCCTAACTGGGAGACATCCCCCACTAGGGGCAGTCTGACACCCCACACCTCACAGGGTGGAGTACACCCCTGAGAGGAAGCTTCCAAAGCAAGAATCAGACAGGTACACTCGCTGTTCAGAAATATTCTATCTTCTGCAGCCTCTGCTGCTGATACCCAGGCAAACAGGGTCTGGAGTGGACCTCAAGCAATCTCCAATGGACCTACAGCTGAGGGTCCTGACTGTTAGAAGGAAAACTATCAAACAGGAAGGACACCTAAACCAAAACCCCATCAGTACATCACCATCATCAAAGACCTGAGGCAGATAAAACCACAAAGATGGGGAAAAAGCAGGGCAGAAAAGCTGGAAATTCAAAAAATAAGAGCGCATCTCCCCCGGCAAAGGAGCGCAGCTCATCGCCAGCAACGGATCAAAGCTGGACGGAAAATGATTTTGACGAGATGAGAGAAGAAGGCTTCAGTCCATCAAATTTCTCAGAGCTAAAGGAGGAATTACGTACCCAGCACAAAGAAACTAAAAATCTTAAAAAAAAAGTGGAAGAATTGATGACTAGAGTAATTAATGCAGAGAAGGTCATAAACGAAATGAAAGAGATGAAAACCATGACACGAGAAATACGTGACACATGCACAAGTTTCAGTAACCGACTCAATCAACTGGAAGAAAGAGTATCAGCGATTGAGGATCAAATGAACGAAATGAAGCGAGAAGAGAAACCAAAAGAAAAAAGAAGAAAAAGAAATGAACAAAGCCTGCAAGAAGTATGGGATTATGTAAAAAGACCAAATCTACATCTGATTGGGGTGCCTGAAAGAGAGGGGGAAGATGGAACCAAGTTGGAAAACACTCTTCAGGATATCATCCAGGAGAACTTCCCCAACCTAGTAGGGCAGGCCAACATTCAAATCCAGGAAATACAGAGAACGCCACAAAGATACTCCTCGAGAAGAGCAACTCCAAGACACATAATTGCCAGATTCACCAAAGTTGAAATGAAGGAAAAAATCTTAAGGGCAGCCAGAGAGAAAGGTCGGGTTACCCACAAAGGGAAGCCCATCAGACTAACAGCAGATCTCTCGGCAGAAACTCTCCAAGCCAGAAGAGAGTGGGGGCCAATATTCAACATTCTTAAAGAAAAGAATTTTCAACCCAGAATTTCATATCCAGCCAAACTAAGTTTCATAAGTGAAGGAGAAATAAAATCCTTTACAGATAAGCAAATGCTTAGAGATTTTGTCACCACTAGGCCTGCCTTACAAGAGACCCTGAAGGAAGCACTCAACATGGAAAGGAACAACCGGTACCAGCCATTGCAAAACCATGCCAAAATGTAAAGACCATCGAGGCTAGGAAGAAACTGCATCAACTAACGAGCAAAATAACCAGTTAATATCATAATGGCAGGATCACGTTCACACATAACAATCTTAACCTTAAATGTAAATGGACTAAATGCTCCAATTAAAAGACACAGACTGGCAAACTGGATAAAGAGTCAAGACCCATCAGTCTGCTGTATTCAGGAGACCCATCTCACACGCAGAGACATACATAGGCTCAAAATAAAGGGATGGAGGAAGATTTACCAAGCAAATGGAGAACAAAAAAAAGCGGGGGTTGCAATACTAGTCTCTGATAAAACAGACTTTAAAGCATCAAAGATCAAAAGAGACCAAGAAGGCCATTACATAATGGTAAAGGGATCAATTCAACAGGAAGAGCTAACTATCCTAAATATATATGCACCCAATACAGGAGCACCCAGATTCATAAAGCAAGTCCTTAGAGACTTACAAAGAGACTTAGACTCCCATACAATAATAATGGGAGACTTCAACACTCCACTGTCAACATTAGACAGATCAACGAGACAGAAAGTTAACAAGGATATCCAGGAATTGAACTCATCTCTGCAGCAAGCAGACCTAATAGACATCTATAGAACTCTCCACCCCAAATCAACAGAATATACATTCTTCTCAGCACCACATCATACTTACTCCAAAATTGACCACGTAATTGGAAGTAAAGCACTCCTCAGCAAATGTACAAGAACAGAAATTATAACAAACTGTCTCTCAGACCACAGTGCAATCAAACTAGAACTCAGGACTAAGAAACTCAATCAAAACCGCTCAACTACATGGAAACTGAACAACCTGCTCCTGAATGACTACTGGGTACATAACCAAATGAAGGCAGAAATAAAGATGTTCTTTGAAATCAATGAGAACAAAGATACAACATACCAGAATCTCTGGGACACATTTAAAGCAGTGTGTAGAGGGAAATTTATAGCACTAAATGCCCACAAGAGAAAGCAGGAAAGATCTAAAATTGACACTCTAACATCGCAATTAAAAGAACTAGAGAAGCAAGAGCAAACACATTCGAAAGCTAGCAGAAGGCAAGAAATAACTAAGATCAGAGCGGAACTGAAGGAGATAGAGACACAAAAAACCCTCCAAAAAATCAATGAATCCAGGAGTTGGTTTTTTGAAAAGATCAACAAAATTGACAGACCACTAGCAAGACTAATAAAGAAGAAAAGAGAGAAGAATCAAATCGACGCAATTAAAAATGATAAAGTGGATATCACCACCGACCCCACAGAAATACAAACTACCATCAGAGAATACTATAAACACCTCTACGCAAATAAACTGGAAAATCTAGAAGAAATGGATAATTTCCTGGACACTTACACTCTTCCAAGACTAAACCAGGAAGAAGTTGAATCCCTGAATAGACCAATAGCAGGCTCTGAAATTGAGGCAATAATTAATAGCCTACCAACCCAAAAAAGTCCAGGACCAGATGGATTCACAGCTGAATTCTATCAGAGGTACAAGGAGGAGTTGGTACCATTCCTTCTGAAACTATTCCAATCAATAGAAAAAGAGGGAATCCTCCCTAACTCATTTTATGAGGCCAACATCATCCTGATACCAAAGCCTGGCAGAGACACAACAAAAAAAGAGAATTTTAGACCAATATCCCTGATGAACATCGATGCAAAAATCCTCAATAAAATACTGGCAAACCGGATTCAGCAACACATCAAAAAGCTTATCCACCATGATCAAGTGGGCTTCATCCCTGGGATGCAAGGCTGGTTCAACATTCGCAAATCAATACACATAATCCAGCATATAAACAGAACCAAAGACAAGAACCACATGATTATCTCAATAGATGCAGAAAAGGGTTTTGACAAAATTCAACAGCCCTTCATGCTAAAAACGCTCAATAAATTCGGTATTGATGGAACGTACTTCAAAATAATAAGAGCTATTTATGACAAACCCACAGCCAATATCATACTGAATGGGCAAAAACTGGAAAAATTCCCTTTGAAAACTGGCACAAGACAGGGATGCCCTCTCTCACCACTCCTATTCAACATAGTGTTGGAAGTTCTGGCTAGGGCAATTAGGCAAGAGAAAGAAATCAAGGGTATTCAGTTAGGAAAAGAAGAAGTCAAATTGTCCCTCTTTGCAGATGACATGATTGTATATTTAGAAAACCCCATTGTCTCAGCCCAAAATCTCCTTAAGCTGATAAGCAACTTCAGCAAAGTCTCAGGATACAAAATTAATGTGCAAAAATCACAAGCATTCTTATACACCAGTAACAGACAAACAGAGAGCCAAATCAGGAATGAACTTCCATTCACAATTGCTTCAAAGAGAATAAAATACCTAGGAATCCAACTTACAAGGGATGTAAAGGACCTCTTCAAGGAGAACTACAAACCACTGCTCAGTGAAATCAAAGAGGACACAAACAAATGGAAGAACATACCATGCTCATGGATAGGAAGAATCAATATCGTGAAAATGGCCATACTGCCCAAGGTAATTTATAGATTCAATGCCATCCCCATCAAGCTACCAATGAGTTTCTTCACAGAATTGGAAAAAACTGCTTTAAAGTTCATATGGAACCAAAAAAGAGCCCGCATCTCCAAGACAATCCTAAGTCAAAAGAACAAAGCTGGAGGCATCACGCTACCTGACTTCAAACTATACTACAAGGCTACAGTAACCAAAACAGCATGGTACTGGTACCAAAACAGAGATATAGACCTATGGAACAGAACAGAGTCCTCAGAAATAATACCACACATCTACAGCCATCTGATCTTTGACAAACCTGAGAGAAACAAGAAATGGGGAAAGGATTCCCTATTTAATAAATGGTGCTGGGAAAATTGGCTAGCCATAAGTAGAAAGCTGAAACTGGATCCTTTCCTTACTCCTTATACGAAAATTAATTCAAGATGGATTAGAGACTTAAATGTTAGACCTAATACCATAAAAATCCTAGAGGAAAACCTAGGTAGTACCATTCAGGACCTAGGCATGGGCAAAGACTTCATGTCTAAAACACCAAAAGCAACGGCAGCAAAAGCCAAAATTGACAAATGGGATCTCATTAATCTAAAGAGCTTCTGCACAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAGAATGGGAGAAAATTTTTGCAATCTACTCATCTGACAAAGGGCTAATATCCAGAACCTTCAAAGAACTCAAACAAATTTACAAGAAAAAAACAAACGACCCCATCAAAAAGTGGGCAAAGGATATGAACAGACATTTCTCAAAAGAAGACATTCATACAGCCAACAGACACATGAAAAAATGCTCATCATCACTGGCCATCAGAGAAATGCAAATCAAAACCACAATGAGATACCATCTCACACCAGTTAGAATGGCGATCATTAAAAAGTCAGGAAACAACAGGTGCTGGAGAGGATGTGGAGAAATAGGAACACTTTTACACTGTTGGTGGGATTGTAAACTAGTTCAACCATTATGGAAAACAGTATGGCGATTCCTCAAGGATCTAGAACTAGATGTACCATATGACCCAGCCATCCCATTACTGGGTATATACCCAAAGGATTATAAATTATGCTGCTATAAAGACACATGCACACGTATGTTTATTGCAGTACTATTCACAATAGCAAAGACTTGGAATCAACCCAAATGTCCATCAGTGACAGATTGGATTAAGAAAATGTGGCACATATACACCATGGAATACTATGCAGCCATCAAAAAGGATGAGTTTGTGTCCTTTGTAGGGACATGGATGCAGCTGGAAACCACCATTCTTAGCAAACTATCACAAGAACAGAAAACCAAACACCGCATGTTCTCACTCATAGGTGGGAACTGAACAATGAGATCACTTGGACTCAGGAAGGGGAACATCACACACCGGGGCCTATCATGGGGAGGGGGGAGGAGGGAGGGATTGCACTGGGAGTTATACCTGATATAAATGACGAGTTGATGGGTGCAGCACAGCAACATGGCACAAGTATACATATGTAACAAACCTGCACGTTATGCACATGTACCCTACAACTTAAAGTATAATAATAATAAATAAA

>F8_70  rheMac2_dna range=chr8:36698940-36705107 
GGGGGCGGAGCAAGATGGCCGAATAGGAACAGCTCCAGTCTCCAACTCCCAGCGCGAGCGACACAGAAGACCGGTGATTTCTGCATTTTCAACTGAGGTACTGGGTTCATCTCACTGGGGAGTGCCGGACGATGGGTGCTGGTCAGCTGCTGCAGCCCGACCAGCGAGAGCTGAAGCAGGGCGAGGCATTGCCTCACCTGGGAAGCGCAAGGGGGAAGGGAATCCCTTTTCCTAGCCAGGGGAACTGAGACATACAACACCTGGAAAATCGGGTAACTCCCACCCCAATACTGCGCTTTAAGCAAACAGGCACACCAGGAGATCATATCCCACACCTGGCCGGGAGGGTCCCACACCCACGGAGCCTCCCTCATTGCTAGCACAGCAGTCTGTGATCTACCGGCAAGGCAGCAGCGAGGCTGGGGGAGGGGCGCCCGCCATTGCTAAGGCTTAAGTAGGTAAACAAAGCTGCTGGGAAGCTCGAACTGGGTGGAGCTAACAGCAGCTCAAGGAAACCTGCCTGTCTCTGTAGACTCCACCTCTGGGGACAGGGCAATAACAAACGCAGCCGAAACCTCTGAAGACGCAAACGACTCTGTCTGACAGCTTTGAAGAGAGCAGTGGATCTCCCAACACGGAGGTTGAGATCTGGGAAGGGACAGACTCCCTGCTCAAGTGGGTCCCTGACCCCTGAGTAGCCTAACTGGGAGACATCACCCACTAGGGGCAGTCTGACACCCCACACCTCACAGGGTGGAGTACACCCCTGAGAGGAAGCTTCCAAAGCAAGAATCAGACAGGTACACTCGCTGTTCAGAAATATTCTATCTTCTGCAGCCTCTGCTGCTGATACCCAGGCAAACAGGGTCTGGAGTGGACCTCAAGCAATCTCCAACAGACCTACAGCTGAGGGTCCTGACTGTTAGAAGGAAAACTAACAAACAGGAAGGACACCTACACCAAAACCCCATCAGTACATCACCATCATCAAGACCAGAGGCAGATAAAACCACAAAGATGGGGAAAAAGCAGGGCAGAAAAGCTGGAAATTCAAAAAATAAGAGCGCATCTCCCCCGGCAAAGGAGCGCAGCTCATCGCCAGCAATGGATCAAAGCTGGACAAAGAATGACTTTGACGAGATGAGAGAAGAAGGCTTCAGTCCATCAAATTTCTCAGAGCTAAAGGAGGAATTACGTACCCAGCGCAAAGAAACTAAAAATCTTGAAAAAAAAGTGGAAGAATTGATGGCTAGAGTAATTAATGCAGAGAAGGTCATAAACGAAATGAAAGAGATGAAAACCATGACACGAGAAATACTTGACAAATGCACAAGCTTCAGTAACCGACTCGATCAACTGGAAGAAAGAGTATCTGCGATTGAGGATCAAATGAATGAAATGAAGCGAGAAGAGAAACCAAAAGAACAAAGAAGAAAAAGAAATGAACAAAGCCTGCAAGAAGTATGGGATTATGTAAAAAGACCAAATCTACATCTGATTGGGGTGCCTGAAAGTGAGGGGGAAAATGGAACCAAGTTGGAAAACACTCTTCAGGATATCATCCAGGAGAACTTCCCCAACCTAGTAGGGCAGGCCAACATTCAAATCCAGGAAATACAGAGAATGCCACAAAGATACTCCTCGAGAAGAGCAACTCCAAGACACATAATTGCCAGATTCACCAAAGTTGAAATGAAGGAAAAAATCTTAAGGGCAGCCAGAGAGAAAGGTCGGGTTACCCACAAAGGGAAGCCCATCAGACTAACAGCAGATCTCTCGGCAGAAACTCTCCAAGCCAGAAGAGAGTGGGGGCCAATATTCAACATTCTTAAAGAAAAGAATTTTCAACCCAGAATTTCATATCCAGCCAAACTAAGTTTCATAAGTGAAGGAGAAATAAAATCCTTTACAGATAAGCAAATGCTTAGAGATTTTGTCACCACTAGGCCTGCCTTACAAGAGACCCTGAAGGAAGCACTAAACATGGAAAGGAACAACCGGTACCAGCCATTGCAAAAACATGCCAAAATGTAAAGACCATCGAGGCTAGGAAGAAACTGCATCAACTAACGAGCAAAATAACCAGTTAATATCATAATGGCAGGATCAAGTTCACACATAACAATCTTAACCTTAAATGTAAATGGACTAAATGCTCCAATTAAAAGACACAGACTGGCAAACTGGATAAAGAGTCAAGACCCATCAGTCTGCTGTATTCAGGAGACCCATCTCACACGCAGAGACATACATAGGCTCAAAATAAAGGGATGGAGGAAGATTTACCAAGCAAATGGAGAACAAAAAAAAGTGGGGGTTGCAATACTAGTCTCTGATAAAACAGACTTTAAACCATCAAAGATCAAAAGAGACAAAGAAGGCCATTACATAATGGTAAAGGGATCAATTCAACAGGAAGAGCTAACTATCCTAAATATATATGCACCCAATACAGGACCACCCAGATTCATAAAGCAAGTCCTTAGAGACTTACAAAGAGACTTAGACTCCCATACAATAATAATGGGAGACTTCAACACTCCACTGTCAACATTAGACAGATCAATGAGACAGAAAGTTAACAAGGATATCCAGGAATTGAACTCATCTCTGCAGCAAGCAGACCTAATAGACATCTATAGAACTCTCCACCCCAAATCAACAGAATATACATTCTTCTCAGCACCACATCGTACTTACTCCAAAATCGACCACGTAATTGGAAGTAAAGCACTCCTCAGCAAATGTACAAGAACAGAAATTATAACAAACTGTCTCTCAGACCACATTGCAATCAAACTAGAACTCAGGACTAAGAAACTCAATCAAAACCGCTCAACTACATGGAAACTGAACAACCTGCTCCTGAATGACTACTGGGTACATAATGAAATGAAGGCAGAAATAAAGATGTTCTTTGAAACCAATGAGAACAAAGATACAACATACCAGAATCTCTGGGACACATTTAAAGCAGTGTGTAGAGGGAAATTTATAGCACTAAATGCCCACAAGAGAAAGCAGGAAAGATCTAAGATTGACACTCTAACATCGCAATTAAAAGAACTAGAGAAGCAAGAGCAAACACATTCGAAAGCTAGCAGAAGGCAAGAAATAACTAAGATCAGAGCAGAACTGAAGGAGATAGAGACACAAAAAACCCTCCAAAAAATCAATGAATCCAGGAGTTGGTTTTTTGAAAAGATCAACAAAATTGACAGACCACTAGCAAGACTAATAAAGAAGAAAAGAGAGAAGAATCAAATTGACGCAATAAAAAATGATAAAGGGGATATCACCACCGACCCCACAGAAATACAAACTACCATCAGAGAATACTATAAACACCTCTACGCAAATAAACTGGAAAACCTAGAAGAAATGGATAATTTCCTGGACACTTACACTCTTCCAAGACTAAACCAGGAAGAAGTTGAATCCCTGAATAGACCAATAGTAGGCTCTGAAATTGAGGCAATAATTAATAGCCTACCAACCAAAAAAAGTCCAGGACCAGATGGATTCCCAGCTGAATTCTACCAGAGGTACAAGGAGGAGTTGGTACCATTCCTTCTGAAACTATTCCAATCAATAGAAAAAGAGGGAATCCTCCCTAACTCATTTTATGAGGCCAACATCATCCTGATACCAAAGCCTGGCAGAGACACAACAAAAAAAGAGAATTTTAGACCAATATCCCTGATGAACATCGATGCAAAAATCCTCAATAAAATACTGGCAAACCGGATTCAGCAACACATCAAAAAGCTTATCCACCATGATCAAGTGGGCTTCATCCCTGGGATGCAAGGCTGGTTCAACATTCGCAAATCAATAAACATAATCCAGCATATAAACAGAACCAAAGACAAGAACCACATGATTCTCTCAATAGATGCAGAAAAGGCTTTTGACAAAATTCAACAGCCCTTCATGCTAAAAACGCTCAATAAATTCGGTATTGATGGAACGTACATCAAAATAATAAGAGCTATTTATGACAAACCCACAGCCAATATCATACTGAATGGGCAAAAACTGGAAAAATTCCCTTTGAAAACTGGTACAAGACAGGGATGCCCTCTCTCACCACTCCTATTCAACATAGTGCTGGAAGTTCTGGCTAGGGCAATTAGGCAAGAGAAAGAAATCAAGGGTATTCAGTTCGGAAAAGAAGAAGTCAAATTGTCCCTGTTTGCAGATGACATGATTGTATATTTAGAAAACCCCATTGTCTCAGCCCAAAATCTCCTTAAGCTGATAAGCAACTTCAGCAAAGTCTCAGGATACAAAATTAATGTGCAAAAATCACAAGCATTCTTATACACCAGTAACAGACAAACAGAGAGCCAAATCAGGAATGAACTTCCATTCACAATTGCTTCAAAGAGAATCAAATACCTAGGAATCCAACTTACAAGGGATGTAAAGGACCTCTTCAAGGAGAACTACAAACCACTGCTCAGTGAAATCAAAGAGGACACAAACAAATGGAAGAACATACCATGCTCATGGATAGGAAGAATCAATATCGTGAAAATGGCCATACTGCCCAAGGTAATTTATAGATTCAATGCCATCCCCATCAAGCTACCAATGAGTTTCTTCACAGAATTGGAAAAAACTGCTTTAAAGTTCATATGGAACCAAAAAAGAGCCCGCATCTCCAAGACAATCCTAAGTCAAAAGAACAAAGCTGGAGGCATCACGCTACCTGACTTCAAACTATCCTACAAGGCTACAGTAACCAAAACAGCATGGTACTGGTACCAAAACAGAGATATAGACCAATGGAACAGAACAGAGTCCTCAGAAATAATACCACACATCTACAGCCATCTGATCTTTGACAAACCTGAGAGAAACAAGAAATGGGGAAAGGATTCCCTATTTAATAAATGGTGCTGGGAAAATTGGCTAGCCATAAGTAGAAAGCTGAAACTGGATCCTTTCCTTACGCCTTATACGAAAATTAATTCAAGATGGATTAGAGACTTAAATGTTAGACCTAATACCATAAAAATCCTAGAGGAAAACCTAGGTAGTACCATTCAGGACATAGGCATGGGCAAAGACTTCATGTCTAAAACACCAAAAGCAACGGCAGCAAAAGCCAAAACTGACAAATGGGATCTCATTAAACTAAAGAGCTTCTGCACAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAGAATGGGAGAAAATTTTTGCAATCTGCTCATCTGACAAAGGGCTAATATCCAGAACCTACAAAGAACTCAAAGAAATTTACAAGAAAAAAACAAACAACCCCATCAAAAAGTGGGCAAAGGATATGAACAGACATTTCTCAAAAGAAGACATTCATACAGCCAACAGACACATGAAAAAATGCTCATCATCACTGGCCATCAGAGAAATGCAAATCAAAACCACAATGAGATACCATCTCACACCAGTTAGAATGGCGATCATTAAAAAGTCAGGAAACAACAGGTGCTGGAGAGGATGTGGAGAAATAGGAACACTTTTACACTGTTGGTGGGATTGTAAACTAGTTCAACCATTATGGAAAACAGTATGGCGATTCCTCAAGGATCTAGAACTAGATGTACCATACGACCCAGCCATCCCATTACTGGGTATATACCCAAAGGATTATAAATTATGCTGCTATAAAGACACATGCACACGTATGTTTGTTGCAGCACTATTCACAATAGCAAAGACTTGGAATCAACCCAAATGTCCATCAGTGACAGATTGGATTAAGAAAATGTGGCACATATACACCATGGAATACTATGCAGCCATCAAAAAGGATGAGTTTGTGTCCTTTGTAGGGACATGGATGCAGCTGGAAACCATCATTCTTAGCAAACTATCACAAGAACAGAAAACCAAACACCGCATGTTCTCACTCATAGGTGGGAACTGAACAATGAGATCACTTGGACTCAGGAAGGGGAACATCACACACCGGGGCCTATCATGGGGAGGGGGGAGGGGGGAGGGATTGGATTGGGAGTTATACCTGATGTAAATGACGAGTTGATGGGTGCAGCACACCAACATGGCACAAGTATACATATGTAACAAACCTGCACGTTATGCACATGTACCCTACAACTTAAAGTATAATAATAATAAATAAATTAAAAAAAAAAGAAAAAAAAAAAAA
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[bookmark: _GoBack]GAGGGCGGAGCAAGATTGCCGAATAGGAACAGCTCCAGTCTCCAACTCCCAGCGCGAGCGACACAGAAGACCGGTGATTTCTGCATTTTCTTTTTTTTTTTTTTTTTTTTTTTGAGACGGAGTCTCGCTCTGTCACCCAGGCTGGAGTGCAGTGGCCAGATCTCAGCTCACTGCAAGCTCCGCCTCCCGGGTTCACGCCATTCTCCTGCCTCAGTCTCCCGAGTAGCTGGGACTACAGGCGCCCGCCACCTCGCCCGGCTAGTTTTTTGTATTTTTTAGTAGAGATGGGGTTTCACCGTGTTAGCCAGGATGGTCTCGATCTCCTGACCTCGTGATCCGCCCGTCTCGGCCTCCCAAAGTGCTGGGATTACAGGCTTGAGCCACCGCGCCCGGCCTGATTTCTGCATTTTCAACTGAGGTACTGGGTTCATCTCACTGGGGAGTGCCGGACGATCGGTGCTGGTCAGCTGCTGCAGCCCGACCAGCGAGAGCTGAAGCAGGGCGAGGCATTGCCTCACCTGGGAAGCGCAAGGGGGAAGGGAATCCCTTTTCCTAGCTAGGGGAACTGAGACACACAACACCTGGAAAATCGGGTAACTCCCACCCCAATACTGCACTTTAAGCAAACAGGCACACCAGGAGATCATATCCCACACCTGGCCGGGAGAGTCCCACACCCACGGAGCCTCCCTCATTGCTAGCACAGCAGTCTGTGATCTACCGGCAAGGCAGCAGCGAGGCTGGGGGAGGGGCGCCCGCCATTGCTGAGGCTTAAGTAGGTAAACAAAGCTGCTGGGAAGCTCGAACTGGGTGGAGCTCACAGCAGCTCAAGGAAACCTGCCTGTCTCTGTAGACTCCACCTCTGGGGACAGGGCAATAACAAACACAGCCGAAACCTCTGCAGACGCAAACGACTCTGTCTGACAGCTTTGAAGAGAGCAGTGGATCTCCCAACACAGAGGTTGAGATCTGAGAAGGGACAGACTCCCTGCTCAAGTGGGTCCCTGACCCCTGAGTAGCCTAACTGGGAGACATCCCCCACTAGGGGCAGTCTGACACCCCACACCTCACAGGGTGGAGTACACCCCTGAGAGGAAGCTTCCAAAGCAAGAATCAGACAGGTACACTCGCTATTCAGAAATATTCTATCTTCTGCAGCCTCTGCTGCTGATACCCAGGCAAACAGGGTCTGGAGTGGACCTCAAGCAATCTCCAACAGACCTACAGCTGAGGGTCCTGACTGTTAGAAGGAAAACTATCAAACAGGAAGGACACCTACACCAAAACCCCATCAGTACATCACCATCATCAAAGACCAGAGGCAGATAAAACCACAAAGATGGGGAAAAAGCAGGGCAGAAAAGCTGGAAATTCAAAAAATAAGAGCGCATCTCCCCCGGCAAAGGAGCGCAGCTCATCGCCAGCAATGGATCAAAGCTGGACGGAGAATGACTTTGACGAGATGAGAGAAGAAGGCTTCAGTCCATCAAATTTCTCAGAGCTAAAGGAGGAATTACGTACCCAGCGCAAAGAAACTAAAAATCTTGAAAAAAAAGTGGAAGAATTGATGGCTAGAGTAATTAATGCAGAGAAGGTCATAAACGAAATGAAAGAGATGAAAACCATGACACGAGAAATACGTGACAAATGCACAAGCTTCAGTAACCGACTCGATCAACTGGAAGAAAGAGTATCTGCGATTGAGGATCAAATGAGTGAAATGAAGCGAGAAGAGAAACCAAAAGAAAAAAGAAGAAAAAGAAATGAACAAAGCCTGCAAGAAGTATGGGATTATGTAAAAAGACCAAATCTACGTCTGATTGGGGTGCCTGAAAGTGAGGGGGAAAATGGAACCAAGTTGGAAAACACTCTTCAGGATATCATCCAGGAGAACTTCCCCAACCTAGTAGGGCAGGCCAACATTCAAATCCAGGAAATACAGAGAACGCCACAAAGATACTCCTCGAGAAGAGCAACTCCAAGACACATAATTGCCAGATTCACCAAAGTTGAAATGAAGGAAAAAATCTTAAGGGCAGCCAGAGAGAAAGGTCGGGTTACCCACAAAGGGAAGCCCATCAGACTAACAGCAGATCTCTCGGCAGAAACTGTCCAAGCCAGAAGAGAGTGGGGGCCAATATTCAACATTCTTAAAGAAAAGAATTTTAAACCCAGAATTTCATATCCAGCCAAACTAAGTTTCATAAGTGAAGGAGAAATAAAATCCTTTACAGATAAGCAAATGCTTAGAGATTTTGTCACCACTAGGCCTGCCTTACGAGAGACCCTGAAGGAAGCACTCAACATGGAAAGGAACAACCAGTACCAGCCATTGCAAAAACATGCCAAAATGTAAAGACCATCGAGGCTAGGAAGAAACTGCATCAACTAATGAGCAAAATAACCAATTAATATCATAATGGCAGGATCAAGTTCACACATAACAATCTTAACCTTAAATGTAAATGGACTAAATGCTCCAATTAAAAGACACAGACTGGCAAACTGGATAAAGAGTCAAGACCCATCAGTCTGCTGTATTCAGGAGACCCATCTCACACGCAGAGACATACATAGGCTCAAAATAAAGGGATGGAGGAAGATTTACCAAGCCAATGGAGAACAAAAAAAAGCGGGGGTTGCAATACTAGTCTCTGATAAAACAGACTTTAAACCATCAAAGATCAAAAGAGACAAAGAAGGCCATTACATAATGGTAAAGGGATCAATTCAACAGGAAGAGCTAACTATCCTAAATATATATGCACCCAATACAGGACCACCCAGATTCATAAAGCAAGTCCTTAGAGACTTACAAAGAGACTTAGACTCCCAAACATTAATAATGGGAGACTTCAACACTCCACTGTCAACATTAGACAGATCAACGAGACAGAAAGTTAACAAGGATATCCAGGAATTGAACTCATCTCTGCAGCAAGCAGACCTAATAGACATCTATAGAACTCTCCACCCCAAATCAACAGAATATACATTCTTCTCAGCACCACATCGTACTTACTCCAAAATCGACCACGTAATTGGAAGTAAAGCACTCCTCAGCAAATGTACAAGAACAGAAATTATAACAAACTGTCTCTCAGACCACAGTGCAATCAAACTAGAACTCAGGACTAAGAAACTCAATCAAAACCGCTCAACTACATGGAAACTGAACAACCTGCTCCTGAATGACTACTGGGCACATAACGAAATGAAGGCAGAAATAAAGATGTTCTTTGAAACCAATGAGAACAAAGATACAACATACCAGAATCTCTGGGACACATTTAAAGCAGTGTGTAGAGGGAAATTTATAGCACTAAATGCCCACAAGAGAAAGCAGGAAAGATCTAAAATTGACACTCTAACATCACAATTAAGAGAACTAGAGAAGCAAGAGCAAACACATTCGAAAGCTAGCAGAAGGCTAGAAATAACTAAGATCAGAGCAGAACTGAAGGAGATAGAGACACAAAAAACCCTCCAAAAAATCAATGAATCCAGGAGTTGGTTTTTTGAAAAGATCAACAAAATTGATAGACTGCTAGCAAGACTAATAAAGAAGAAAAGAGAGAAGAATCAAATAGACGCAATAAAAAATGATAAAGGGGATATCACCACCGACCCCACAGAAATACAAACTACCATCAGAGAATACTATAAACACCTCTACGCAAATAAACTGGAAAATCTAGAAGAAATGGATAATTTCCTGGACACTTACACTCTTCCAAGACTAAACCAGGAAGAAGTTGAATCCCTGAATAGACCAATAACAGGCTATGAAATTGAGGCAATAATTAATAGCCTACCAACCAAAAAAAGTCCAGGACCAGATGGATTCACAGCTGAATTCTACCAGAGGTACAAGGAGGAGTTGGTACCATTCCTTCTGAAACTATTCCAATCAATAGAAAAAGAGGGAATCCTCCCTAACTCATTTTATGAGGCCAACATCATCCTGATACCAAAGCCTGGCAGAGACACAACAAAAAAAGAGAATTTTAGACCAATATCCCTGATGAACATCGATGCAAAAATCCTCAATAAAATACTGGCAAACCGGATTCAGCAACACATCAAAAAGCTTATCCACCATGATCAAGTGGGCTTCATCCCTGGGATGCAAGGCTGGTTCAACATTCGCAAATCAATAAACATAATCCAGCATATAAACAGAACCAAAGACAAGAACCACATGATTATCTCAATAGATGCAGAAAAGGCTTTTGACAAAATTCAACAGCCCTTTATGCTAAAAACGCTCAATAAATTCGGTATTGATGGAACTTACCTCAAAATAATAAGAGCTATTTATGACAAACCCACAGCCAATATCATACTGAATGGGCAAAAACTGGAAAAATTCCCTTTGAAAACTGGCACAAGACAGGGATGCCCTCTCTCACCACTCCTATTCAACATAGTGTTGGAAGTTCTGGCTAGGGCAATTAGGCAAGAGAAAGAAATCAAGGGTATTCAGTTAGGAAAAGAAGAAGTCAGATTGTCCCTCTTTGCAGATGACATGATTGTATATTTAGAAAACCCCATTGTCTCAGCCCAAAATCTCCTTAAGCTGATAAGCAACTTCAGCAAAGTCTCAGGATACAAAATTAATGTGCAAAAATCACAAGCATTCTTATACACCAGTAACAGACAAACAGAGAGCCAAATCAGGAATGAACTTCCATTCACAATTGCTTCAAAGAGAATCAAATACCTAGGAATCCAACTTACAAGGGATGTAAAGGACCTCTTCAAGAGGAACTACAAACCACTGCTCAGTGAAATCAAAGAGGACACAAACAAATGGAAGGACATACCATGCTCATGGATAGGAAGAATCAATATCGTGAAAATGGCCATACTGCCCAAGGTAATTTATAGATTCAATGCCATCCCCATCAAGCTACCAATGAGTTTCTTCACAGAATTGGAAAAAACTGCTTTAAAGTTCATATGGAACCAAAAAAGAGCCCGCATCTCCAAGACAATCCTAAGTCAAAAGAACAAAGCTGGAGGCATCACGCTACCTGACTTCAAACTATACTACAAGGCTACAGTAACCAAAACAGCATGGTACTGGTACCAAAAGAGAGATATAGACCAATGGAACAGAACAGAGTCCTCAGAAATAATACCACACATCTACAACCATCTGATCTTTGACAAACCTGAGAGAAACAAGAAATGGGGAAAGGATTCCCTATTTAATAAATGGTGCTGGGAAAATTGGCTACCCATAAGTAGAAAGCTGAAACTGGATCCTTTCCTTACTCCTTATACGAAAATTAATTCAAGATGGATTAGAGACTTAAATGTTAGACCTAATACCATAAAAATCCTAGAAGAAAACCTAGGTAGTACCATTGAGGACATAGGCATGGGCAAAAATTTCATGTCTAAAACACCAAAAGCAAGGGCAGCAAAAGCCAAAATTGACAAATGGGATCTCATTAAATTAAAGAGCTTCTGCACAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAGAATGGGAGAAAATTTTTGCAATCTACTCATCTGACAAAGGGCTAATATCCAGAACCTACAAAGAACTCAAACAAATTTACAAGAAAAAAACAAACAACCCCATCAAAAAGTGGGCAAAGGATATGAACAGACATTTCTCAAAAGAAGACATTCATACAGCCAACAGACACATGAAAAAATGCTCATCATCACTGGCCATCAGAGAAATGCAAATCAAAACCACAATGAGATACCATCTCACACCAGTTAGAATGGCGATCATTAAAAAGTCAGGAAACAACAGGTGCTGGAGAGGATGTGGAGAAATAGGAACACTTTTACACTGTTGGTGGGATTGTAAACTAGTTCAACCATTATGGAAAACAGTATGGCGATTCCTCAAGGATCTAGAACTAGATGTACCATATGACCCAGCCATCCCATTACTGGGTATATACCCAAAGGATTATAAATTATGCTGCTATAAAGACACATGCACACGTATGTTTATTGCAGCACTATTCACAATAGCAAAGACTTGGAATCAACCCAAAGGTCCATCAGTGACAGATTGGATTAAGAAAATGCGGCACATATACACCATGGAATACTATGCAGCCATCAAAAAGGATGAGTTTGCGTCCTTTGTAGGGACATGGATGCAGCTGGAAACCATCATTCTTAGCAAACTATCACAAGAACAGAAAACCAAACACCGCATGTTCTCACTCATAGGTGGGAACTGAACAATGAGATCACTTGGACTCAGGAAGGGGAACATCACACACAGGGGCCTATCATGGGGAGGGGGGAGGGGGGAGGGATTGCATTGGGAGTTATACCTGATGTAAATGATGAGTTGATGGGTGCAGCACACCAACATGGCACAAGTATACATATGTAACAAACCTGCATGTTATGCACATGTACCCTACAACTTAAAGTATAATAATAATAAATAAATAAATAAATAAATAAATAAATAAATAAA
