
L1HS2 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Saturday, February 08, 2003 3:47 PM 
 
Majority        -ACCAAATATCTGGACACTTTCTGGCCCAGTCATTTTTACATTTGAC-------- 
                ---------+---------+---------+---------+---------+----- 
                         10        20        30        40        50     
                ---------+---------+---------+---------+---------+----- 
2 genbank empty -ACCAAATATCTGGACACTTTCTGGCCCAGTCATTTTTACATTTGAC--------         46 
2 chimp         -ACCAAATATCTGGACACTTTCTGGCCCAGTCATTTTTACATTTGAC--------         46 
2 gmk           -ACCAAATATCTGGACACTTTCTGGCCCAGTCATTTTTACATTTGAC--------         46 
2 omk           TACCAAATATCTGGACACTTTCTGGCCCAGTCATTTTTACATTTGACTATAAATT         55 
 
Majority        -------------ATGTAAAATTAACCACTGCTGACTTC 
                ----+---------+---------+---------+---- 
                    60        70        80        90    
                ----+---------+---------+---------+---- 
2 genbank empty -------------ATGTAAAATTAACCACTGCTGACTTC                         72 
2 chimp         -------------ATGTAAAATTAACCACTGCTGACTTC                         72 
2 gmk           -------------ATGTAAAATTAACCACTGCTGACTTC                         72 
2 omk           AACCACCAATTTGATGTAAAATTAACCACTGCTGACTTC                         94 
 
 
 
 
L1HS24 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Friday, February 07, 2003 12:07 PM 
 
Majority       GTGTATTTTGCCTTTTGAACCAAGTAAATCAAAGAACTATTCAAAAATAACAATAAAATGAGATAAAATCTACTA 
               ---------+---------+---------+---------+---------+---------+---------+----- 
                        10        20        30        40        50        60        70     
               ---------+---------+---------+---------+---------+---------+---------+----- 
24 human empty GTGTATTTTGCCTTTTGAACCAAGTAAATCAAAGAACTATTCAAAAATAACAATAAAATGAGATAAAATCTACTA         75 
24 HeLa empty  GTGTATTTTGCCTTTTGAACCAAGTAAATCAAAGAACTATTCAAAAATAACAATAAAATGAGATAAAATCTACTA         75 
24 gor         GTGTATTTTGCCTTTTGAACCAAGTAAATCAAAGAACTATTCAAAAATAACAATAAAATGAAATAAAATCTACTA         75 
24 orang       GTGTATTTTGCCTTTTGAACCAAGTAAATCAAAGAACTATTCAAAAATAACAATAAAATGAAATAAAATCTACTA         75 
24 omk         GTGTATTTTGCCTTTTGAACCAAGTAACTCAAAGAACTATTCAAAAATAACAATCAAAT----------CTACTA         65 
 
Majority       AAAATCAAGTGAAACAAGTTTTTG 
               ----+---------+--------- 
                   80        90         
               ----+---------+--------- 
24 human empty AAAATCAAGTGAAACAAGTTTTTG                                                            99 
24 HeLa empty  AAAATCAAGTGAAACAAGTTTTTG                                                            99 
24 gor         AAAATCAAGTGAAACAAGTTTTTG                                                            99 
24 orang       AAAATCAAGTGAAACAAGTTTTTG                                                            99 
24 omk         AAAATCAAGTGAAACAAGTTTTTG                                                            89 
 
 
 
 
L1HS45 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Friday, February 07, 2003 12:44 PM 
 
Majority             AATAGGCCCAGCTATTAGATTTAGCAGAGACTTCAAAGTAGCTGTTAAAAAAATA 
                     ---------+---------+---------+---------+---------+----- 
                              10        20        30        40        50     
                     ---------+---------+---------+---------+---------+----- 
45 human filled site AATAGGCCCAGCTATTAGATTTAGCAGAGACTTCAAAATAGCTGTTAAAAAAATA         55 
45 chimp             AATAGGCCCAGCTATTAGATTTAGCAGAGACTTCAAAATAGCTGTTAAAAAAATA         55 
45 orang             AATAGGCCCAGCTATTAGATTTAGCAGAGACTTCAAAGTAGCTGTTAAAAAAA--         53 
45 omk               AATAGGCCCAGCTATTAGATTTAGCAGAAACTTCAAAGCAGCTGTTAAAAA--TA         53 
 
Majority             TG----------------------------------------------------- 
                     ----+---------+---------+---------+---------+---------+ 
                         60        70        80        90        100       110 
                     ----+---------+---------+---------+---------+---------+ 
45 human filled site TG-----------------------------------------------------         57 
45 chimp             TG-----------------------------------------------------         57 
45 orang             TG-----------------------------------------------------         55 
45 omk               TGAATATCTCATCTGATCTTGGAAGCTAAGCAGGGTCAGGCCTGGTTAGTACTTG        108 
 
Majority             ------------------------------------------------------- 



                     ---------+---------+---------+---------+---------+----- 
                              120       130       140       150       160    
                     ---------+---------+---------+---------+---------+----- 
45 human filled site ----------------------------------------GGAAGGGGAATATCA         72 
45 chimp             -------------------------------------------------------         57 
45 orang             -------------------------------------------------------         55 
45 omk               GATGGGAGACCACCTGGGAATATTGGGTGCTGTAGACTTT---------------        148 
 
Majority             ------------------------------------------------------- 
                     ----+---------+---------+---------+---------+---------+ 
                         170       180       190       200       210       220 
                     ----+---------+---------+---------+---------+---------+ 
45 human filled site CACTCTGGGGACTGTGGTGGGGTCGGGGGAGGGGGGAGGGATAGCATTGGGAGAT        127 
45 chimp             -------------------------------------------------------         57 
45 orang             -------------------------------------------------------         55 
45 omk               -------------------------------------------------------        148 
 
Majority             ------------------------------------------------------- 
                     ---------+---------+---------+---------+---------+----- 
                              230       240       250       260       270    
                     ---------+---------+---------+---------+---------+----- 
45 human filled site ATACCTAATGCTAGATGACACATTAGTGGGTGCAGCGCACCAGCATGGCACATGT        182 
45 chimp             -------------------------------------------------------         57 
45 orang             -------------------------------------------------------         55 
45 omk               -------------------------------------------------------        148 
 
Majority             ------------------------------------------------------- 
                     ----+---------+---------+---------+---------+---------+ 
                         280       290       300       310       320       330 
                     ----+---------+---------+---------+---------+---------+ 
45 human filled site ATACATATGTAACTAACCTGCNCAATGTGCACATGTACCCTAAAACTTAGAGTAT        237 
45 chimp             -------------------------------------------------------         57 
45 orang             -------------------------------------------------------         55 
45 omk               -------------------------------------------------------        148 
 
Majority             ---------------AAAATA-A-ATATATAT-ATATATATATATAT--ATGATT 
                     ---------+---------+---------+---------+---------+----- 
                              340       350       360       370       380    
                     ---------+---------+---------+---------+---------+----- 
45 human filled site AATAAAAAAAAAAAAAAAATATATATATATAT-ATATATATATATAT--ATGATT        289 
45 chimp             ----------------------------------------------------ATT         60 
45 orang             ----------------------------------------------------ATT         58 
45 omk               ---------------AAAATACAGATATATATTATATATATATATATGAATGATT        188 
 
Majority             AAAAACTTAAAAGAAATCGTGTTCAAAGGTTTAAAGG 
                     ----+---------+---------+---------+-- 
                         390       400       410       420 
                     ----+---------+---------+---------+-- 
 
 
 
 
L1HS61alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Weighted) : Friday, February 07, 2003 1:09 PM 
 
Majority             ACGTTTGTGCTTCACTCTAAGTTCTTGAAGCACAGTCAACTCAACCACTGAATAA 
                     ---------+---------+---------+---------+---------+----- 
                              10        20        30        40        50     
                     ---------+---------+---------+---------+---------+----- 
61 human filled site ACGTTTGTGCTTCACTCTAAGTTCTTGAAGCACAGTCAACTCAACCACTGAATAA         55 
61 chimp             ACGTTTGTGCTTCACTCTAAGTTCTTAAAGCACAGTCAACTCAACCACTGAATAA         55 
61 orang             ACGTTTGTGCTTCACTCTAAGTTCTTGAAGCACAGTCAACTCAACCACTGAATAA         55 
 
Majority             GCCCCAGTGAGCACATTTAAAAAGTCATGAACAATAGATAATGTTTCTCTTAACT 
                     ----+---------+---------+---------+---------+---------+ 
                         60        70        80        90        100       110 
                     ----+---------+---------+---------+---------+---------+ 
61 human filled site GCGCCAGTGAGCACATTTAAAAAGTCATGAACAATAGATACTGTTTCTCTTAACT        110 
61 chimp             GCCCCAGTGAGCACATTTAAAAAGTCATGAACAATAGATAATGTTTCTCTTAACT        110 
61 orang             GCCCCAGTGAGCACATTTGAAAAGTCATGAACAATAGATAATGTTTCTCTTAACT        110 
 
Majority             CCCAACATTTTCCCTTTTAAAA--------------------------------- 
                     ---------+---------+---------+---------+---------+----- 
                              120       130       140       150       160    



                     ---------+---------+---------+---------+---------+----- 
61 human filled site CCCAACATTTTCCCTTTTAAAATGTGGTGGGGTCGGGGGAGGGGGGAGGGATAGC        165 
61 chimp             CCCAACATTTTCCCATTTAAAA---------------------------------        132 
61 orang             CCCAACATTTTCCCTTTTAAAA---------------------------------        132 
 
Majority             ------------------------------------------------------- 
                     ----+---------+---------+---------+---------+---------+ 
                         170       180       190       200       210       220 
                     ----+---------+---------+---------+---------+---------+ 
61 human filled site ATTGGGAGATATACCTAATGCTAGATGACACATTAGTGGGTGCAGCGCACCAGCA        220 
61 chimp             -------------------------------------------------------        132 
61 orang             -------------------------------------------------------        132 
 
Majority             ------------------------------------------------------- 
                     ---------+---------+---------+---------+---------+----- 
                              230       240       250       260       270    
                     ---------+---------+---------+---------+---------+----- 
61 human filled site TGGCACATGTATACATATGTAACTAACCTGCACAATGTGCACATGTACCCTAAAA        275 
61 chimp             -------------------------------------------------------        132 
61 orang             -------------------------------------------------------        132 
 
Majority             ----------------------------CTATTTGAGTGCCAAGCACAGTGGCTC 
                     ----+---------+---------+---------+---------+---------+ 
                         280       290       300       310       320       330 
                     ----+---------+---------+---------+---------+---------+ 
61 human filled site CTTAGAGTATAATAAAAAAAAAAAAAAACTATTTGAGTGCCAAGCACAGTGGCTC        330 
61 chimp             ----------------------------CTATTTGAGTGCCAAGCACAGTGGCTC        159 
61 orang             ----------------------------CTATTTGAGTGCCAAGCACAGTGGCTC        159 
 
Majority             ACAACTATAATCCCGGTATTTTG 
                     ---------+---------+--- 
                              340       350  
                     ---------+---------+--- 
61 human filled site ACAACTATAATCCCGGTATTTTG                                        353 
61 chimp             ACAACTATAATCCCGGTATTTTG                                        182 
61 orang             ACAACTATAATCCCGGTATTTTG                                        182 
 
 
 
 
L1HS62 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Friday, February 07, 2003 1:25 PM 
 
Majority            ATTAAAAGGAATGGACATGCAACACCAAGAATGAAGCTCATAATAATTATGCTGA 
                    ---------+---------+---------+---------+---------+----- 
                             10        20        30        40        50     
                    ---------+---------+---------+---------+---------+----- 
62 human empty site ATTAAAAGGAATGGACATGCAACACCAAGAATGAAGCTCATAATAATTATGCTGA         55 
62 gor              ATTAAAAGGAATGGACATGCAACACCAAGAATGAAGCTCATAATAATTATGCTGA         55 
62 gmk              ATTAAAAGGAATGGACTTGCAACACCAAAAATGAAGCTCATAATAATTATGCTGA         55 
62 omk              ATTAAAAGGAATGGACATGCAACACTAAGAATGAAGCTCTTAATAATTATGCAGA         55 
 
Majority            GTAAAATAAACCAGTGTGTTATATTATTCCATTTATACAAAACTCTGGAAAATAT 
                    ----+---------+---------+---------+---------+---------+ 
                        60        70        80        90        100       110 
                    ----+---------+---------+---------+---------+---------+ 
62 human empty site GTAAAATAAACCAGTGTAT-------------------------CTGGAAAATAT         85 
62 gor              GTAAAATAAACCAGTGTATTATATTATTCCATTTATACAAAACTCTGGAAAATAT        110 
62 gmk              GTAAAATAAACCAGTGTGTTATATTATTCCATTCATACAAAACTCTGGAAAATAT        110 
62 omk              ATAAAAGAAGGCAGTGTGTTATATTATTCCACTTATACAAAACTCTGGAAAATAT        110 
 
Majority            AAACTAATCTATAGTGACATAAAGCAAATCAGTGGTTGCTTGGGGATGGAGGTGG 
                    ---------+---------+---------+---------+---------+----- 
                             120       130       140       150       160    
                    ---------+---------+---------+---------+---------+----- 
62 human empty site AAACTAATCTACAGTAACATAAAGCAAATCAGTGGTTGCTTGGGGATGGAGGTGG        140 
62 gor              AAACTAATCTACAGTAACATAAAGCAAATCAGTGGTTGCTTGGGGATGGAGGTGG        165 
62 gmk              AAACCAATTTATAGTGACATAAAGCAAATCGGTGTTTGCTTGGGGATGGAGGTGG        165 
62 omk              AAACAAATCTATAGTGACAGGAAGCAAATCAGTGGTTGCTTGCGGATGAAGGTGG        165 
 
Majority            GAGTGACATGGGAGGTCAGGAGAGAGAGATGACAAAGGAGTG 
                    ----+---------+---------+---------+------- 
                        170       180       190       200      
                    ----+---------+---------+---------+------- 



62 human empty site GAGTGACATGGGAGGGCAGGAGAGAGAGATGACAAAGGAGTG                     182 
62 gor              GAGTGACATGGGGGGGCAGGAGAGAGAGATGACAAAGGAGTG                     207 
62 gmk              GAGTGACATGGGAGGTCAGGAGAGAGAGATGACAAAGGAGTG                     207 
62 omk              GAGTGACATGAGAGGTCCGGAGAGAGAGATGACAAAGGAGTG                     207 
 
 
 
 
L1HS70 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Friday, February 07, 2003 1:37 PM 
 
Majority            GTTCATTTGAGTGAGGGTACTGTCTCAGACCCCATGCTCTATTGGGCAATCCACC 
                    ---------+---------+---------+---------+---------+----- 
                             10        20        30        40        50     
                    ---------+---------+---------+---------+---------+----- 
70 human empty site GTTCATTTGAGTGAGGGTACTGTCTCAGACCCCATGCTCTATTGGGCAATCCACC         55 
70 chimp            GTTCATTTGAGTGAGGGTACTGTCTCAGACCCCATGCTCTATTGGGCAATCCACC         55 
70 gmk              GTTCATTTGAGTGAGGGTACTGTCTCAGACCCCATGCTCTGTTGGGCAATCCACC         55 
70 omk              GTTCATTTGAGTGAGGGTACTGTCTCAGACCCCATGCTCTATTGGGCAATCTTCC         55 
 
Majority            CTTATTGACAGAGTTG------------------------TCAGATTTGGCAAAT 
                    ----+---------+---------+---------+---------+---------+ 
                        60        70        80        90        100       110 
                    ----+---------+---------+---------+---------+---------+ 
70 human empty site CTTATTGACAGAGTTG------------------------CCAGATTTGGCAAGT         86 
70 chimp            CTTATTGACAGAGTTG------------------------CCAGAGTTGGCAAAT         86 
70 gmk              CTTATTGACAGAGTTG------------------------TCAGATTTAGCAAAT         86 
70 omk              CTTATTGACAGAGGTGATCTTCCCTTATTGACAGAGTTGTTCAGATTTGGCAAAT        110 
 
Majority            AAACATACAGGATGCCCAGAAAAATTTAAATTTCAGATAAACAACAAATAAGAAG 
                    ---------+---------+---------+---------+---------+----- 
                             120       130       140       150       160    
                    ---------+---------+---------+---------+---------+----- 
70 human empty site AAACATACAGGATGCCCAGAAACATTTAAATTTCAGATAAACAACAAATAAGAAG        141 
70 chimp            AAACATACAGGATGCCCAGAAAAATTTAAATTTCAGATAAACAACAAATAAGAAG        141 
70 gmk              AAACATACAGGATGCCCAGAAAATTTTAAATTTCAGATAAACAACAACTAAGAAG        141 
70 omk              AAATCTACAGGATGCCCAGGACAACTTAAGTTTCAGATAAACAACAAATAATAAG        165 
 
Majority            ATATGCACTATTTGGATGCAATTTTTGGGACTTA 
                    ----+---------+---------+--------- 
                        170       180       190        
                    ----+---------+---------+--------- 
70 human empty site ATACGCACTATTTGGATGCAATTTTTGGGACTTA                             175 
70 chimp            ATATGCACTATTTGGATGCAATTTTTGGGACTTA                             175 
70 gmk              ATATACACTATTTGGATGCAATTTTTGGGACTTA                             175 
70 omk              ATATGCACTATTTGGATGCAATTTTTGGGACTTA                             199 
 
 
 
 
L1HS86 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Friday, February 07, 2003 2:11 PM 
 
Majority              TATTACACACAGAACAGAAGCAACTGTGCAGTATCAGGAAA-----------TGC 
                      ---------+---------+---------+---------+---------+----- 
                               10        20        30        40        50     
                      ---------+---------+---------+---------+---------+----- 
86 genbank empty site TATTACACACAGAACAGAAGCAACTGTGCAGTATCAGGAAA-----------TGC         44 
86 bonobo             TATTACACACAGAACAGAAGCAACTGTGCAGTATCAGGAAA-----------TGC         44 
86 orang              TATTACACACAGAACAGAAGCAACTGTACAGTATCAGGAAA-----------TGC         44 
86 gmk                TATTACACACAGAACAGAAGCAACTGTGCAGTATCAGGAAACTGCAGCCTGCTGC         55 
 
Majority              AATACACTTTTTCTAGTGATAAGAAACTTCCACCGGGCGCGGTGGCTCACACCTG 
                      ----+---------+---------+---------+---------+---------+ 
                          60        70        80        90        100       110 
                      ----+---------+---------+---------+---------+---------+ 
86 genbank empty site AATACACTTTTTCTAGTGATAAGAAACTTCCACCGGGCGCGGTGGCTCACACCTG         99 
86 bonobo             AATACACTTTTTCTAGTGATAAGAAACTTCCACCGGGCGCGGTGGCTCACACCTG         99 
86 orang              AATACACTTTTTCTAGTGATAAGAAACTTCCACCGGGTGCGGTGGCTCACACCTG         99 
86 gmk                AATACACTTTTTCTAGTGATAAGAAACTTC-------------------------         85 
 
Majority              TAATCCCAGTACTTTGGGAGGCTGAGGCAGGCTGATCTCGAGGTCAGGAGATCGA 
                      ---------+---------+---------+---------+---------+----- 



                               120       130       140       150       160    
                      ---------+---------+---------+---------+---------+----- 
86 genbank empty site TAATCCCAGTACTTTGGGAGGCTGAGGCAGGCTGATCTCGAGGTCAGGAGATCGA        154 
86 bonobo             TAATCCCAGTACTTTGGGAGGCTGAGGCAGGCTGATCTCGAGGTCAGGAGATCGA        154 
86 orang              TAATCCCAGTACTTTGGGAGGCTGAGGCAGGCTG--CTCGAGGTCAGGAGATCGA        152 
86 gmk                -------------------------------------------------------         85 
 
Majority              GACCATCCTGGCTAACACAGTGAAACCCCGTCTGTACTAAAAATACAATAAATTA 
                      ----+---------+---------+---------+---------+---------+ 
                          170       180       190       200       210       220 
                      ----+---------+---------+---------+---------+---------+ 
86 genbank empty site GACCATCCTGGCTAACACAGTGAAACCCCGTCTGTACTAAAAATACAATAAATTA        209 
86 bonobo             GACCATCCTGGCTAACACAGTGAAACCCCGTCTGTACTAAAAATACAATAAATTA        209 
86 orang              GACCATCCTGGCTAACACAGTGAAACCCCATCTCTACTAAAAATACAAAAAATTA        207 
86 gmk                -------------------------------------------------------         85 
 
Majority              GCCAGGCGTGGTGGCGAACGCCTGTAGTCCCAGCTACTCGGAAGGCTGAGATAGG 
                      ---------+---------+---------+---------+---------+----- 
                               230       240       250       260       270    
                      ---------+---------+---------+---------+---------+----- 
86 genbank empty site GCCAGGCGTGGTGGCGAACGCCTGTAGTCCCAGCTACTCGGAAGGCTGAGATAGG        264 
86 bonobo             GCCAGGCGTGGTGACAAATGCCTGTAGTCCCAGCTACTCGGAAGGCTGAGATAGG        264 
86 orang              GCCAGGCATGGTGGCGAGCGCCTGTAGTCCCAGCTACTCAGAAGGCTGAGATAGG        262 
86 gmk                -------------------------------------------------------         85 
 
Majority              AGAATGGCGTGAACCCAGGAGGCAGAGATTGCAGTGAGCCGAGATAGTGC-CGCT 
                      ----+---------+---------+---------+---------+---------+ 
                          280       290       300       310       320       330 
                      ----+---------+---------+---------+---------+---------+ 
86 genbank empty site AGAATGGCGTGAACCCAGGAGGCAGAGATTGCAGTGAGCCGAGATAGTGC-CGCT        318 
86 bonobo             AGAATGGCGTGAACCCAGGAGGCGGAGATTGCAGTGAGCCGAGATAGTGC-CGCT        318 
86 orang              AGAATGGCGTGAACCCAGGAGGCAGAGATTGCAGTGAGCCGAGATAGTGC-CGCT        316 
86 gmk                -------------------------------------------------------         85 
 
Majority              GCACTCCAGC--CTGGGAGACAGAGCGAAACTCCGTCTCAAAAAAAAAAAAAAAA 
                      ---------+---------+---------+---------+---------+----- 
                               340       350       360       370       380    
                      ---------+---------+---------+---------+---------+----- 
86 genbank empty site GCACTCCAGC--CTGGGAGACAGAGCGAAACTCCGTCTCAAAAAAAAAAAAAAAA        371 
86 bonobo             GCACTCCAGC--CTGGGAGACAGAGCGAAACTCCGTCTCAAAAAAAAAAAAAAA-        370 
86 orang              GCACTCCAGC--CTGGGAGACAGAGCGAAACTCCGTCTCCNAAAAAAAAAAAAAA        369 
86 gmk                -------------------------------------------------------         85 
 
Majority              GAAAGAAAGAAAGAAAAAGAAACTTCACATGGGGCCACATGTCTAATAAAGGTGA 
                      ----+---------+---------+---------+---------+---------+ 
                          390       400       410       420       430       440 
                      ----+---------+---------+---------+---------+---------+ 
86 genbank empty site GAAAGAAAGAAAGAAAAAGAAACTTCACATGGGGCCACATGTCTAATAAAGGTGA        426 
86 bonobo             GAAAGAAAGAAAGAAAAAGAAACTTCACATGGGGCCACATGTCTAATAAAGGTGA        425 
86 orang              AAAAAAAAGAAATACCAAGAAACTTCACATGGGGCCACATGTCTAATAAAGGTGA        424 
86 gmk                --------------------------ACATGGGGCCGCATGTCTAATAAAGATGA        114 
 
Majority              CTGAATCCCAAAATTATATTGGTAACATGG-AAATTCCTGATAGGGGAAGAATAT 
                      ---------+---------+---------+---------+---------+----- 
                               450       460       470       480       490    
                      ---------+---------+---------+---------+---------+----- 
86 genbank empty site CTGAATCCCAAAATTATATTGGTAACATGG-AAATTCCTGATAGGGGAAGAATAT        480 
86 bonobo             CTGAATCCCAAAATTATATTGGTAACATGG-AAATTCCTGATAGGGGAAGAATAT        479 
86 orang              CTGAATCCCAAAATTATATTGGTAACATGGGAAATTCCTGATAGGGGAAGAATAT        479 
86 gmk                CTGAATCCCAAAATTATATNGGTAACATGG-AAATTCCTGATAGGGGAAGAATAT        168 
 
Majority              TCC 
                      --- 
                           
                      --- 
86 genbank empty site TCC                                                            483 
86 bonobo             TCC                                                            482 
86 orang              TCC                                                            482 
86 gmk                TCC                                                            171 
 
 
 
 
L1HS86 Alu alignment 
 



Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Friday, February 07, 2003 2:16 PM 
 
Majority       ----------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG 
               ---------+---------+---------+---------+---------+----- 
                        10        20        30        40        50     
               ---------+---------+---------+---------+---------+----- 
AluSc          ----------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG         45 
AluSg          ----------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG         45 
AluSp          ----------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG         45 
AluSq          ----------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG         45 
AluSx          ----------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG         45 
AluY           ----------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG         45 
AluYc          ----------RGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG         45 
AluYc3         ----------RGCCGGGCGCGGTGGCTCACGCTTGTAATCCCAGCACTTTGGGAG         45 
AluYc5         ----------RGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG         45 
AluYb8         ----------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG         45 
AluYa8         ----------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG         45 
AluYa5         ----------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACTTTGGGAG         45 
86genbankAluY  AAGAAACTTCCACCGGGCGCGGTGGCTCACACCTGTAATCCCAGTACTTTGGGAG         55 
86pcAluY       AAGAAACTTCCACCGGGCGCGGTGGCTCACACCTGTAATCCCAGTACTTTGGGAG         55 
86oranAluY     AAGAAACTTCCACCGGGTGCGGTGGCTCACACCTGTAATCCCAGTACTTTGGGAG         55 
 
Majority       GCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCATCCTGGCTAACAC 
               ----+---------+---------+---------+---------+---------+ 
                   60        70        80        90        100       110 
               ----+---------+---------+---------+---------+---------+ 
AluSc          GCCGAGGCGGGCGGATCAC--GAGGTCAAGAGATCGAGACCATCCTGGCCAACAT         98 
AluSg          GCCGAGGCGGGCGGATCAC--GAGGTCAGGAGTTCGAGACCAGCCTGGCCAACAT         98 
AluSp          GCCGAGGCGGGCGGATCACCTGAGGTCGGGAGTTCGAGACCAGCCTGACCAACAT        100 
AluSq          GCCGAGGCGGGTGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACAT        100 
AluSx          GCCGAGGCGGGCGGATCACCTGAGGTCAGGAGTTCGAGACCAGCCTGGCCAACAT        100 
AluY           GCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCATCCTGGCTAACAC         98 
AluYc          GCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCA----------C--         86 
AluYc3         GCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCA----------C--         86 
AluYc5         GCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCA----------C--         86 
AluYb8         GCCGAGGCGGGTGGATCAT--GAGGTCAGGAGATCGAGACCATCCTGGCTAACAA         98 
AluYa8         GCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCATCCCGGCTAAAAC         98 
AluYa5         GCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCATCCCGGCTAAAAC         98 
86genbankAluY  GCTGAGGCAGGCTGATCTC--GAGGTCAGGAGATCGAGACCATCCTGGCTAACAC        108 
86pcAluY       GCTGAGGCAGGCTGATCTC--GAGGTCAGGAGATCGAGACCATCCTGGCTAACAC        108 
86oranAluY     GCTGAGGCAGGCTG--CTC--GAGGTCAGGAGATCGAGACCATCCTGGCTAACAC        106 
 
Majority       GGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTGGTGGCGGG 
               ---------+---------+---------+---------+---------+----- 
                        120       130       140       150       160    
               ---------+---------+---------+---------+---------+----- 
AluSc          GGTGAAACCCCGTCTCTACTAAAAATACAAAAATT-AGCCGGGCGTGGTGGCGCG        152 
AluSg          GGTGAAACCCCGTCTCTACTAAAAATACAAAAATT-AGCCGGGCGTGGTGGCGCG        152 
AluSp          GGAGAAACCCCGTCTCTACTAAAAATACAAAAATT-AGCCGGGCGTGGTGGCGCA        154 
AluSq          GGTGAAACCCCGTCTCTACTAAAAATACAAAAATT-AGCCGGGCGTGGTGGCGGG        154 
AluSx          GGTGAAACCCCGTCTCTACTAAAAATACAAAAATT-AGCCGGGCGTGGTGGCGCG        154 
AluY           GGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTGGTGGCGGG        153 
AluYc          GGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGCGGTGGCGGG        141 
AluYc3         GGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGCGGTGGCGGG        141 
AluYc5         GGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGCAGTGGCGGG        141 
AluYb8         GGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGCAGTGGCGGG        153 
AluYa8         GGTGAAACCCCGTCTCTACTAAAACTACAAAAAAT-AGCCGGGCGTAGTGGCGGG        152 
AluYa5         GGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTAGTGGCGGG        153 
86genbankAluY  AGTGAAACCCCGTCTGTACTAAAAATACAATAAATTAGCCAGGCGTGGTGGCGAA        163 
86pcAluY       AGTGAAACCCCGTCTGTACTAAAAATACAATAAATTAGCCAGGCGTGGTGACAAA        163 
86oranAluY     AGTGAAACCCCATCTCTACTAAAAATACAAAAAATTAGCCAGGCATGGTGGCGAG        161 
 
Majority       CGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAATGGCGTGAACCCG 
               ----+---------+---------+---------+---------+---------+ 
                   170       180       190       200       210       220 
               ----+---------+---------+---------+---------+---------+ 
AluSc          CGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAATCGCTTGAACCCG        206 
AluSg          CGCCTGTAATCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAATCGCTTGAACCCG        206 
AluSp          TGCCTGTAATCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAATCGCTTGAACCCG        208 
AluSq          CGCCTGTAATCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAATCGCTTGAACCCG        208 
AluSx          CGCCTGTAATCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAATCGCTTGAACCCG        208 
AluY           CGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAATGGCGTGAACCCG        207 
AluYc          CGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAATGGCGTGAACCCG        195 
AluYc3         CGCCTGTAGTCCCAGCTACTCGGAGAGGCTGAGGCAGGAGAATGGCGTGAACCCG        196 
AluYc5         CGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAATGGCGTGAACCCG        195 
AluYb8         CGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAATGGCGTGAACCCG        207 



AluYa8         CGCCTGTAGTCCTAGCTACTTGG-GAGGCTGAGGCAGGAGAATGGCGTGAACCCG        206 
AluYa5         CGCCTGTAGTCCCAGCTACTTGG-GAGGCTGAGGCAGGAGAATGGCGTGAACCCG        207 
86genbankAluY  CGCCTGTAGTCCCAGCTACTCGG-AAGGCTGAGATAGGAGAATGGCGTGAACCCA        217 
86pcAluY       TGCCTGTAGTCCCAGCTACTCGG-AAGGCTGAGATAGGAGAATGGCGTGAACCCA        217 
86oranAluY     CGCCTGTAGTCCCAGCTACTCAG-AAGGCTGAGATAGGAGAATGGCGTGAACCCA        215 
 
Majority       GGAGGCGGAGCTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCA-------GCC 
               ---------+---------+---------+---------+---------+----- 
                        230       240       250       260       270    
               ---------+---------+---------+---------+---------+----- 
AluSc          GGAGGCGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCA-------GCC        254 
AluSg          GGAGGCGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCA-------GCC        254 
AluSp          GGAGGCGGAGGTTGCGGTGAGCCGAGATCGCGCCATTGCACTCCA-------GCC        256 
AluSq          GGAGGCGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCA-------GCC        256 
AluSx          GGAGGCGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCA-------GCC        256 
AluY           GGAGGCGGAGCTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCA-------GCC        255 
AluYc          GGAGGCGGAGCTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCA-------GCC        243 
AluYc3         GGAGGCGGAGCTTGCAGTGAGCCGAGATCGCGCCACTGCACTCCA-------GCC        244 
AluYc5         GAAGGCGGAGCTTGCAGTGAGCGGAGATCGCGCCACAGCACTCCC-------GCC        243 
AluYb8         GGAAGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCAGTCCGCAGTCCGGCC        262 
AluYa8         GGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTCCA-------GCC        254 
AluYa5         GGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTCCA-------GCC        255 
86genbankAluY  GGAGGCAGAGATTGCAGTGAGCCGAGATAGTGCCGCTGCACTCCA-------GCC        265 
86pcAluY       GGAGGCGGAGATTGCAGTGAGCCGAGATAGTGCCGCTGCACTCCA-------GCC        265 
86oranAluY     GGAGGCAGAGATTGCAGTGAGCCGAGATAGTGCCGCTGCACTCCA-------GCC        263 
 
Majority       TGGGCGACA-GAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAXXXXXXXX 
               ----+---------+---------+---------+---------+---------+ 
                   280       290       300       310       320       330 
               ----+---------+---------+---------+---------+---------+ 
AluSc          TGG-CGACA-GAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAA                299 
AluSg          TGGGCGACA-GAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAA                300 
AluSp          TGGGCAACAAGAGCGAAACTCCGTCTCAAAAAAAAAAAAAAAAAAAA                303 
AluSq          TGGGCAACAAGAGCGAAACTCCGTCTCAAAAAAAAAAAAAAAAAAAA                303 
AluSx          TGGGCGACA-GAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAA                302 
AluY           TGGGCGACA-GAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAA                301 
AluYc          TGGGCGACA-GAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAA        297 
AluYc3         TGGGCGACA-GAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAA        298 
AluYc5         TGGGCGACA-GAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAA        297 
AluYb8         TGGGCGACA-GAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAA                308 
AluYa8         TGGGCGACA-GAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAA                300 
AluYa5         TGGGCGACA-GAGCGAGACTCCGTCTCAAAAAAAAAAAAAAAAAAAA                301 
86genbankAluY  TGGGAGACA-GAGCGAAACTCCGTCTCAAAAAAAAAAAAAAAAGAAAGAAAGAAA        319 
86pcAluY       TGGGAGACA-GAGCGAAACTCCGTCTCAAAAAAAAAAAAAAA-GAAAGAAAGAAA        318 
86oranAluY     TGGGAGACA-GAGCGAAACTCCGTCTCCNAAAAAAAAAAAAAAAAAAAAAAGAAA        317 
 
Majority       XXXXXXXXXXXXXX 
               ---------+---- 
                        340   
               ---------+---- 
AluSc                                                                         299 
AluSg                                                                         300 
AluSp                                                                         303 
AluSq                                                                         303 
AluSx                                                                         302 
AluY                                                                          301 
AluYc          AA                                                             299 
AluYc3         AA                                                             300 
AluYc5         AA                                                             299 
AluYb8                                                                        308 
AluYa8                                                                        300 
AluYa5                                                                        301 
86genbankAluY  GAAAAAGAAACTTC                                                 333 
86pcAluY       GAAAAAGAAACTTC                                                 332 
86oranAluY     TACCAAGAAACTTC                                                 331 
 
 
 
 
L1HS135 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Friday, February 07, 2003 3:00 PM 
 
Majority               TTTTTGAAGGGAGTACAGTAATAGGTATAGATTAGCTGAGTGAACACAATTGGTA 
                       ---------+---------+---------+---------+---------+----- 



                                10        20        30        40        50     
                       ---------+---------+---------+---------+---------+----- 
135 genbank empty site TTTTTGAAGGGAGTACAGTAATAGGTATAGATTAGCTGAGTGAACACAATTGGTA         55 
135chimp               TTTTTGAAGGGAGTACAGTAATAGGTATAGATTAGCTGAGTGAACACAATTGGTA         55 
135gor                 -TTTTGAAGGGAGTACAGTAATAGGTATAGATTAGCTGAGTGAACACAATTGGTA         54 
135oran                TTTTTGAAGGGAGTACAGTAATAGGTATAGATTAGCTGAGTGAACACAATTGGTA         55 
135 gmk                TTTTTGAAGGGAGTACAGTAATAGGTATAGATTAGCTGAGTGAACACTATTGGTA         55 
135 omk                TTTTTGAAGGGAGTACAGTAATAGGTACAGATTAGCTGAGTGAACACTATTGGTA         55 
 
Majority               AAAAGGTATGCAGATGGCCGGGCACGGTGGCTCACGCCTGTAATCCCAGCAATTT 
                       ----+---------+---------+---------+---------+---------+ 
                           60        70        80        90        100       110 
                       ----+---------+---------+---------+---------+---------+ 
135 genbank empty site AAAAGGTATGCAGATGGCCGGGCATGGTGGCTCACGCCTGTAATCCCAGCAATTT        110 
135chimp               AAAAGGTATGCAGATGGCCGGGCACGGTGGCTCACGCCTGTAATCCCAGCAATTT        110 
135gor                 AAAAGGTATGCAGATGGCCGGGCACGGTGGCTCACGCCTGTAATCCCAGCAATTT        109 
135oran                AAAAGGTATGCAGATGNCCGGGCACGGTGGCTCACNCCTGTAATTCCAGCAATTT        110 
135 gmk                AAAAGGTGT----------------------------------------------         64 
135 omk                AAAAGGTAT----------------------------------------------         64 
 
Majority               GGGAGGCT-AGGTGGGCGGATCACAAGGTCAGGAGATCGAGACCATCCTGGCTAA 
                       ---------+---------+---------+---------+---------+----- 
                                120       130       140       150       160    
                       ---------+---------+---------+---------+---------+----- 
135 genbank empty site GGGAGGCCCAGGTGGGCGGATCACAAGGTCAGGAGATCGAGACCATCCTGGCTAA        165 
135chimp               GTGATCCT----TGGGCGGATCACAAGGTCAGGAGATCGAGACCATCCTGGCTAA        161 
135gor                 GGGAGGCCGAGGTGGGCGGATCGCAAGGTCAGGAGATCGAGACCATCCTGGCTAA        164 
135oran                GGGAGGCTGAGGTGGGCGGATCACAAGGTCAGGAGATCGAGACCATCCTGGCTAA        165 
135 gmk                -------------------------------------------------------         64 
135 omk                -------------------------------------------------------         64 
 
Majority               CACGGTGAAACCCCCTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTGGCAGC 
                       ----+---------+---------+---------+---------+---------+ 
                           170       180       190       200       210       220 
                       ----+---------+---------+---------+---------+---------+ 
135 genbank empty site CACGGTGAAACCCCCTCTCTACTAAAAATACAAAAAATTAGCCGGGCATGGCAGC        220 
135chimp               CACGGTGAAACCCCCTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTGGCAGC        216 
135gor                 CACGGTGAAACCCCCTCTCTACTAAAAATACAAAAAATTAGCCGGGCGTGGCAGC        219 
135oran                CACGGTGAAACCCCCTCTNTACTAAAAATACAAAAAATTAGCCGGGCGTGGCAGC        220 
135 gmk                -------------------------------------------------------         64 
135 omk                -------------------------------------------------------         64 
 
Majority               GTGCACCTGTAGTCTCAGCTACTCGGGAGGCTGAGGCAGGAGGATGGCGTGAACC 
                       ---------+---------+---------+---------+---------+----- 
                                230       240       250       260       270    
                       ---------+---------+---------+---------+---------+----- 
135 genbank empty site GTGCACCTGTAGTCTCAGCTACTCGGGAGGCTGAGGCAGGAGGATGGCGTGAACC        275 
135chimp               GTGCACCTGTAGTCTCAGCTACTCGGGAGGCTGAGGCAGGAGGATGGCATGAACC        271 
135gor                 GTGCGCCTGTAGTCTCAGCTACTCGGGAGGCTGAGGCAGGAGGATGGCGTGAGCC        274 
135oran                ATGCACCTGTAGTCTCAGCTACTCGGGAGGCTGAGGCAGGAGGATGGTGTGAACC        275 
135 gmk                -------------------------------------------------------         64 
135 omk                -------------------------------------------------------         64 
 
Majority               CGGGAGGTGGAGCTTGCAGTGAGCCG-------------------AGACTGTACC 
                       ----+---------+---------+---------+---------+---------+ 
                           280       290       300       310       320       330 
                       ----+---------+---------+---------+---------+---------+ 
135 genbank empty site TGGGAGGTGGAGCTTGCAGTGAGCCGAGACTGTACCAGTGAGCCGAGACTGTACC        330 
135chimp               CGGGAGGTGGAGCTTGCAGTGAGCCG-------------------AGACTGTACC        307 
135gor                 CGGGAGGTGGAGCTTGCAGTGAGCCG-------------------AGACTGTACC        310 
135oran                CAGGAGGCGGAGCTTGCAGTGAGCCG-------------------AGACTATACC        311 
135 gmk                -------------------------------------------------------         64 
135 omk                -------------------------------------------------------         64 
 
Majority               ACTGTACTCCAGCCTGGGTGACAGAGCGAGACTCTGTCTCAAAAAAAAAAAAAAA 
                       ---------+---------+---------+---------+---------+----- 
                                340       350       360       370       380    
                       ---------+---------+---------+---------+---------+----- 
135 genbank empty site ACTGTACTCCAGCCTGGGTGACAGAGCGAGACTCTGTCTCAAAAAAAAAAAAAAA        385 
135chimp               ACTGTACTCCAGTCTGGGTGACAGAGTGAGACTCTGTCTCAAAAAAAAAAAAAAA        362 
135gor                 ACTGTACTCCAGCCTGGGTGACAGAGCGAGACTCTGTCTCAAAGAAAAAAAA---        362 
135oran                ACTGTACTCCAGCCTGGGCGACAGAGCGAGACTCTGTCTCAAAAAAAAAAAAAAA        366 
135 gmk                -------------------------------------------------------         64 
135 omk                -------------------------------------------------------         64 
 
Majority               AA--A---------GGGTATGCAAATAGGAACTATGGAAGGCX 



                       ----+---------+---------+---------+-------- 
                           390       400       410       420       
                       ----+---------+---------+---------+-------- 
135 genbank empty site AAAAAAAAAAAAAAGGGTATGCAAATAGGAACTATGGAAGGC                     427 
135chimp               AA--A---------GGGTATGCAAATAGGAACTATGGAAGGC                     393 
135gor                 --------------GGATATGCAAATAGGAACTATGGAAGGC                     390 
135oran                AAAAA---------AGGTATGCAAATAGGAACTATGGAAGGC                     399 
135 gmk                --------------------GCAAATAGGAACTATGGAAGGCA                     87 
135 omk                --------------------GCAAATAGGAACTATGGAAGGCA                     87 
 
 
 
 
L1HS151 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Friday, February 07, 2003 3:24 PM 
 
Majority               CTTTGATCAGTTCTTGGAACTAGGAACTGACCAAAATCTGGAAAGCC-TGATTCT 
                       ---------+---------+---------+---------+---------+----- 
                                10        20        30        40        50     
                       ---------+---------+---------+---------+---------+----- 
151 human filled site  CTTTGATCAGTTCTTGGAACTAGGAACTGACCAAAATCTGGAAAGCC-TGATTCT         54 
151 genbank empty site CTTTGATCAGTTCTTGGAACTAGGAACTGACCAAAATCTGGAAAGCC-TGATTCT         54 
151 gmk                CTTTGATCAGTTCTTGGAACTAGGAACTGACCAAAATCTGGAAAGCCATGATTNT         55 
151 omk                CTTTGATCAGTTCTTGGAACTAGGAACGGACCAAAATCTGGAAAGCCTTAATTCT         55 
 
Majority               TCTAAAAATAGAAAATGG------------------------------------- 
                       ----+---------+---------+---------+---------+---------+ 
                           60        70        80        90        100       110 
                       ----+---------+---------+---------+---------+---------+ 
151 human filled site  TCTAAAAATAGAAAATGGGGGAGGGATAGCATTGGGAGATATACCTAATGCTAGA        109 
151 genbank empty site TCTAAAAATAGAAAATGG-------------------------------------         72 
151 gmk                TCTAAAAATAGAAAATGG-------------------------------------         73 
151 omk                TCTAAAAAT-------GG-------------------------------------         66 
 
Majority               ------------------------------------------------------- 
                       ---------+---------+---------+---------+---------+----- 
                                120       130       140       150       160    
                       ---------+---------+---------+---------+---------+----- 
151 human filled site  TGACACATTAGTGGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTA        164 
151 genbank empty site -------------------------------------------------------         72 
151 gmk                -------------------------------------------------------         73 
151 omk                -------------------------------------------------------         66 
 
Majority               ------------------------------------------------------- 
                       ----+---------+---------+---------+---------+---------+ 
                           170       180       190       200       210       220 
                       ----+---------+---------+---------+---------+---------+ 
151 human filled site  ACCTGCACAATATGCACATGTACCCTAAAACTTAGAGTATAATAAAAAAAA--AA        217 
151 genbank empty site -------------------------------------------------------         72 
151 gmk                -------------------------------------------------------         73 
151 omk                -------------------------------------------------------         66 
 
Majority               ----------------------GCCGGGCGCGGTGACTCAGGCCTGTAATCCCAG 
                       ---------+---------+---------+---------+---------+----- 
                                230       240       250       260       270    
                       ---------+---------+---------+---------+---------+----- 
151 human filled site  AAAAAGAAAAAAAAGAAAATGGGCCGGGCACAGTGACTCAGGCCTGTAATCCCAG        272 
151 genbank empty site ----------------------GCCGGGCACAGTGACTCAGGCCTGTAATCCCAG        105 
151 gmk                ----------------------GCCGGGCGCGGCGAC-CACGCCTGTAATTCCAG        105 
151 omk                ----------------------GCTGGGTGTGGTGACTCATGCCTGTAATCCCAG         99 
 
Majority               CACTTTGGGAGGCCGAGGCAGGCAGATCACCTGATGTCAGGAGTTTGAGACCAGC 
                       ----+---------+---------+---------+---------+---------+ 
                           280       290       300       310       320       330 
                       ----+---------+---------+---------+---------+---------+ 
151 human filled site  CACTTCGGGAGGCCGAGGCAGGCAGATCACCTGATGTCAGGAGTTTGAGACCAGC        327 
151 genbank empty site CACTTCGGGAGGCCGAGGCAGGCAGATCACCTGATGTCAGGAGTTTGAGACCAGC        160 
151 gmk                CACTTTGGGAGGCTAAGGCAGGCAGATCACTTGACGTCAGGAGTTTGAGACCAGC        160 
151 omk                CACATTTGGAGGC------AGGCAGATCACCTGAGGTCAGGAGTTTGAGACCAAC        148 
 
Majority               CTGGCCAACATGGCGAAACCCTGTCTCTACTAAAAAA-TACAAAAATTAGCTGGG 
                       ---------+---------+---------+---------+---------+----- 
                                340       350       360       370       380    
                       ---------+---------+---------+---------+---------+----- 
151 human filled site  CTGGCCAACATGGCGAAACCCTGTCTCTACTAAAAAA-TACAAAAATTAGCTGGG        381 



151 genbank empty site CTGGCCAACATGGCGAAACCCTGTCTCTACTAAAAAAATACAAAAATTAGCTGAG        215 
151 gmk                CTGGCCAACATGGCGAAACCCTGCCTCTACTAAAACA-TACAAAGATTAGTGGGG        214 
151 omk                CTAGCCAACATGGCAAAACCCTGTCTCTACTAAAAAA-TACAAAATTAGCCCGGG        202 
 
Majority               CATGGTGGCAGGTGCCTGTAATCTCAGCTACTTGGGAGGCTGAGGCAGGAGAATT 
                       ----+---------+---------+---------+---------+---------+ 
                           390       400       410       420       430       440 
                       ----+---------+---------+---------+---------+---------+ 
151 human filled site  CATGGTGGCAGGTGCCTGTAATCTCAGCTACTTGGGAGGCTGAGGCAGGAGAATT        436 
151 genbank empty site CATGGTGGCAGGTGCCTGTAATCTCAGCTACTTGGGAGGCTGAGGCAGGAGAATT        270 
151 gmk                CATGGTGGCAGGTGCCTGTAATCTCAGCTACTCAGGAGGCTGAGGCAGGAGAATT        269 
151 omk                CATGGTAGCGGGAGCCTGTAATCCCAGCTACTCAGGAGGCTGAGGCAGGAGAATC        257 
 
Majority               GCTTGAACCCGGGAGGCAGAGGTTGCAGTGAGCTGAGATCGTGCCACTGCACTCC 
                       ---------+---------+---------+---------+---------+----- 
                                450       460       470       480       490    
                       ---------+---------+---------+---------+---------+----- 
151 human filled site  GCTTGAACCCGGGAGGCAGAGGTTGCAGTGAGCTGAGATCGTGCCACTGCACTCC        491 
151 genbank empty site GCTTGAACCCGGGAGGCAGAGGTTGCAGTGAGCTGAGATCGTGCCACTGCACTCC        325 
151 gmk                GCTTGAACCCGGGAGACAGAGGTTGCAGTGAGCTGAGATCGTGCCACTGCACTCC        324 
151 omk                GCTTGAACTGGGGAAGCTGAGGTTGCAATGAGGTGAGGTCGTGCCACTGCACTCC        312 
 
Majority               AGCCTGGGCTACAGAGCTGGATT-CCATCTTAAAAAAAAAAAAAAAAA-----AG 
                       ----+---------+---------+---------+---------+---------+ 
                           500       510       520       530       540       550 
                       ----+---------+---------+---------+---------+---------+ 
151 human filled site  AGCCTGGGCTACAGAGCTGGATT-CCATCTTAAAAAAAAAAAAAAGAA------G        539 
151 genbank empty site AGCCTGGGCTACAGAGCTGGATT-CCATCTTAAAAAAAAAAAAAAAGA-----AG        374 
151 gmk                AGCCTGGGCTACTGAGCTAGATT-CCATCTCAAAAAAAAAAAAAAAAAAAAAAAG        378 
151 omk                AGCCTGGGTGACAGAGCGAGACTACCATGTCAAAAAAAAAAAAA----------G        357 
 
Majority               AGTCATGATAAGCATGAATAAGGCATAGAGGX 
                       ---------+---------+---------+-- 
                                560       570       580 
                       ---------+---------+---------+-- 
151 human filled site  AGTCATGATAAGCATGAATAAGGCATAGAGGA                               571 
151 genbank empty site AGTCATGATAAGCATGAATAAGGCATAGAGG                                405 
151 gmk                AATCATGATAAGCATGAATAAGGCATAGAGG                                409 
151 omk                AATCATGATAAGCATGAATAAGGCATAGAGG                                388 
 
 
 
 
 
L1HS151 Alu alignment 
 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Friday, February 07, 2003 3:34 PM 
 
Majority               ------------------------------------------------------- 
                       ---------+---------+---------+---------+---------+----- 
                                10        20        30        40        50     
                       ---------+---------+---------+---------+---------+----- 
AluSc                  -------------------------------------------------------          0 
AluSg                  -------------------------------------------------------          0 
AluSp                  -------------------------------------------------------          0 
AluSq                  -------------------------------------------------------          0 
AluSx                  -------------------------------------------------------          0 
AluY                   -------------------------------------------------------          0 
AluYc                  -------------------------------------------------------          0 
AluYc3                 -------------------------------------------------------          0 
AluYc5                 -------------------------------------------------------          0 
AluYb8                 -------------------------------------------------------          0 
AluYa8                 -------------------------------------------------------          0 
AluYa5                 -------------------------------------------------------          0 
151 human filled site  CTTTGATCAGTTCTTGGAACTAGGAACTGACCAAAATCTGGAAAGCCTGATTCTT         55 
151 genbank empty site -------------------------------------------------------          0 
151 gmk                -------------------------------------------------------          0 
151 omk                -------------------------------------------------------          0 
 
Majority               ------------------------------------------------------- 
                       ----+---------+---------+---------+---------+---------+ 
                           60        70        80        90        100       110 
                       ----+---------+---------+---------+---------+---------+ 
AluSc                  -------------------------------------------------------          0 



AluSg                  -------------------------------------------------------          0 
AluSp                  -------------------------------------------------------          0 
AluSq                  -------------------------------------------------------          0 
AluSx                  -------------------------------------------------------          0 
AluY                   -------------------------------------------------------          0 
AluYc                  -------------------------------------------------------          0 
AluYc3                 -------------------------------------------------------          0 
AluYc5                 -------------------------------------------------------          0 
AluYb8                 -------------------------------------------------------          0 
AluYa8                 -------------------------------------------------------          0 
AluYa5                 -------------------------------------------------------          0 
151 human filled site  CTAAAAATAGAAAATGGGGGAGGGATAGCATTGGGAGATATACCTAATGCTAGAT        110 
151 genbank empty site -------------------------------------------------------          0 
151 gmk                -------------------------------------------------------          0 
151 omk                -------------------------------------------------------          0 
 
Majority               ------------------------------------------------------- 
                       ---------+---------+---------+---------+---------+----- 
                                120       130       140       150       160    
                       ---------+---------+---------+---------+---------+----- 
AluSc                  -------------------------------------------------------          0 
AluSg                  -------------------------------------------------------          0 
AluSp                  -------------------------------------------------------          0 
AluSq                  -------------------------------------------------------          0 
AluSx                  -------------------------------------------------------          0 
AluY                   -------------------------------------------------------          0 
AluYc                  -------------------------------------------------------          0 
AluYc3                 -------------------------------------------------------          0 
AluYc5                 -------------------------------------------------------          0 
AluYb8                 -------------------------------------------------------          0 
AluYa8                 -------------------------------------------------------          0 
AluYa5                 -------------------------------------------------------          0 
151 human filled site  GACACATTAGTGGGTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAA        165 
151 genbank empty site -------------------------------------------------------          0 
151 gmk                -------------------------------------------------------          0 
151 omk                -------------------------------------------------------          0 
 
Majority               ------------------------------------------------------- 
                       ----+---------+---------+---------+---------+---------+ 
                           170       180       190       200       210       220 
                       ----+---------+---------+---------+---------+---------+ 
AluSc                  -------------------------------------------------------          0 
AluSg                  -------------------------------------------------------          0 
AluSp                  -------------------------------------------------------          0 
AluSq                  -------------------------------------------------------          0 
AluSx                  -------------------------------------------------------          0 
AluY                   -------------------------------------------------------          0 
AluYc                  -------------------------------------------------------          0 
AluYc3                 -------------------------------------------------------          0 
AluYc5                 -------------------------------------------------------          0 
AluYb8                 -------------------------------------------------------          0 
AluYa8                 -------------------------------------------------------          0 
AluYa5                 -------------------------------------------------------          0 
151 human filled site  CCTGCACAATATGCACATGTACCCTAAAACTTAGAGTATAATAAAAAAAA--AAA        218 
151 genbank empty site ---CTTTGATCAGTTCTTGGAACTAGGAACTGACCAAAATCTGGAAAGCC-TGAT         51 
151 gmk                ---CTTTGATCAGTTCTTGGAACTAGGAACTGACCAAAATCTGGAAAGCCATGAT         52 
151 omk                ---CTTTGATCAGTTCTTGGAACTAGGAACGGACCAAAATCTGGAAAGCCTTAAT         52 
 
Majority               --------------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGC 
                       ---------+---------+---------+---------+---------+----- 
                                230       240       250       260       270    
                       ---------+---------+---------+---------+---------+----- 
AluSc                  --------------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGC         35 
AluSg                  --------------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGC         35 
AluSp                  --------------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGC         35 
AluSq                  --------------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGC         35 
AluSx                  --------------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGC         35 
AluY                   --------------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGC         35 
AluYc                  --------------------RGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGC         35 
AluYc3                 --------------------RGCCGGGCGCGGTGGCTCACGCTTGTAATCCCAGC         35 
AluYc5                 --------------------RGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGC         35 
AluYb8                 --------------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGC         35 
AluYa8                 --------------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGC         35 
AluYa5                 --------------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGC         35 
151 human filled site  AAAAGAAAAAAAAGAAAATGGGCCGGGCACAGTGACTCAGGCCTGTAATCCCAGC        273 
151 genbank empty site TCTTCTAAAAATAGAAAATGGGCCGGGCACAGTGACTCAGGCCTGTAATCCCAGC        106 



151 gmk                TNTTCTAAAAATAGAAAATGGGCCGGGCGCGGCGAC-CACGCCTGTAATTCCAGC        106 
151 omk                TCTTCTAAAAAT-------GGGCTGGGTGTGGTGACTCATGCCTGTAATCCCAGC        100 
 
Majority               ACTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGTTCGAGACCAGCC 
                       ----+---------+---------+---------+---------+---------+ 
                           280       290       300       310       320       330 
                       ----+---------+---------+---------+---------+---------+ 
AluSc                  ACTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAAGAGATCGAGACCATCC         88 
AluSg                  ACTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGTTCGAGACCAGCC         88 
AluSp                  ACTTTGGGAGGCCGAGGCGGGCGGATCACCTGAGGTCGGGAGTTCGAGACCAGCC         90 
AluSq                  ACTTTGGGAGGCCGAGGCGGGTGGATCACCTGAGGTCAGGAGTTCGAGACCAGCC         90 
AluSx                  ACTTTGGGAGGCCGAGGCGGGCGGATCACCTGAGGTCAGGAGTTCGAGACCAGCC         90 
AluY                   ACTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCATCC         88 
AluYc                  ACTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCAC--         86 
AluYc3                 ACTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCAC--         86 
AluYc5                 ACTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCAC--         86 
AluYb8                 ACTTTGGGAGGCCGAGGCGGGTGGATCAT--GAGGTCAGGAGATCGAGACCATCC         88 
AluYa8                 ACTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCATCC         88 
AluYa5                 ACTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCATCC         88 
151 human filled site  ACTTCGGGAGGCCGAGGCAGGCAGATCACCTGATGTCAGGAGTTTGAGACCAGCC        328 
151 genbank empty site ACTTCGGGAGGCCGAGGCAGGCAGATCACCTGATGTCAGGAGTTTGAGACCAGCC        161 
151 gmk                ACTTTGGGAGGCTAAGGCAGGCAGATCACTTGACGTCAGGAGTTTGAGACCAGCC        161 
151 omk                ACATTTGG------AGGCAGGCAGATCACCTGAGGTCAGGAGTTTGAGACCAACC        149 
 
Majority               TGGCCAACATGGTGAAACCCCGTCTCTACTAAAAA--TACAAAAATT-AGCCGGG 
                       ---------+---------+---------+---------+---------+----- 
                                340       350       360       370       380    
                       ---------+---------+---------+---------+---------+----- 
AluSc                  TGGCCAACATGGTGAAACCCCGTCTCTACTAAAAA--TACAAAAATT-AGCCGGG        140 
AluSg                  TGGCCAACATGGTGAAACCCCGTCTCTACTAAAAA--TACAAAAATT-AGCCGGG        140 
AluSp                  TGACCAACATGGAGAAACCCCGTCTCTACTAAAAA--TACAAAAATT-AGCCGGG        142 
AluSq                  TGGCCAACATGGTGAAACCCCGTCTCTACTAAAAA--TACAAAAATT-AGCCGGG        142 
AluSx                  TGGCCAACATGGTGAAACCCCGTCTCTACTAAAAA--TACAAAAATT-AGCCGGG        142 
AluY                   TGGCTAACACGGTGAAACCCCGTCTCTACTAAAAA--TACAAAAAATTAGCCGGG        141 
AluYc                  ----------GGTGAAACCCCGTCTCTACTAAAAA--TACAAAAAATTAGCCGGG        129 
AluYc3                 ----------GGTGAAACCCCGTCTCTACTAAAAA--TACAAAAAATTAGCCGGG        129 
AluYc5                 ----------GGTGAAACCCCGTCTCTACTAAAAA--TACAAAAAATTAGCCGGG        129 
AluYb8                 TGGCTAACAAGGTGAAACCCCGTCTCTACTAAAAA--TACAAAAAATTAGCCGGG        141 
AluYa8                 CGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAC--TACAAAAAAT-AGCCGGG        140 
AluYa5                 CGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAA--TACAAAAAATTAGCCGGG        141 
151 human filled site  TGGCCAACATGGCGAAACCCTGTCTCTACTAAAAAA-TACAAAAATT-AGCTGGG        381 
151 genbank empty site TGGCCAACATGGCGAAACCCTGTCTCTACTAAAAAAATACAAAAATT-AGCTGAG        215 
151 gmk                TGGCCAACATGGCGAAACCCTGCCTCTACTAAAACA-TACAAAGATT-AGTGGGG        214 
151 omk                TAGCCAACATGGCAAAACCCTGTCTCTACTAAAAAA-TACAAAATTA-GCCCGGG        202 
 
Majority               CGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAAT 
                       ----+---------+---------+---------+---------+---------+ 
                           390       400       410       420       430       440 
                       ----+---------+---------+---------+---------+---------+ 
AluSc                  CGTGGTGGCGCGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAAT        194 
AluSg                  CGTGGTGGCGCGCGCCTGTAATCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAAT        194 
AluSp                  CGTGGTGGCGCATGCCTGTAATCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAAT        196 
AluSq                  CGTGGTGGCGGGCGCCTGTAATCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAAT        196 
AluSx                  CGTGGTGGCGCGCGCCTGTAATCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAAT        196 
AluY                   CGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAAT        195 
AluYc                  CGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAAT        183 
AluYc3                 CGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGAGAGGCTGAGGCAGGAGAAT        184 
AluYc5                 CGCAGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAAT        183 
AluYb8                 CGCAGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAGGCAGGAGAAT        195 
AluYa8                 CGTAGTGGCGGGCGCCTGTAGTCCTAGCTACTTGG-GAGGCTGAGGCAGGAGAAT        194 
AluYa5                 CGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTGG-GAGGCTGAGGCAGGAGAAT        195 
151 human filled site  CATGGTGGCAGGTGCCTGTAATCTCAGCTACTTGG-GAGGCTGAGGCAGGAGAAT        435 
151 genbank empty site CATGGTGGCAGGTGCCTGTAATCTCAGCTACTTGG-GAGGCTGAGGCAGGAGAAT        269 
151 gmk                CATGGTGGCAGGTGCCTGTAATCTCAGCTACTCAG-GAGGCTGAGGCAGGAGAAT        268 
151 omk                CATGGTAGCGGGAGCCTGTAATCCCAGCTACTCAG-GAGGCTGAGGCAGGAGAAT        256 
 
Majority               GGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTC 
                       ---------+---------+---------+---------+---------+----- 
                                450       460       470       480       490    
                       ---------+---------+---------+---------+---------+----- 
AluSc                  CGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTC        249 
AluSg                  CGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTC        249 
AluSp                  CGCTTGAACCCGGGAGGCGGAGGTTGCGGTGAGCCGAGATCGCGCCATTGCACTC        251 
AluSq                  CGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTC        251 
AluSx                  CGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAGATCGCGCCACTGCACTC        251 
AluY                   GGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCGCGCCACTGCACTC        250 



AluYc                  GGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCGCGCCACTGCACTC        238 
AluYc3                 GGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCGCGCCACTGCACTC        239 
AluYc5                 GGCGTGAACCCGGAAGGCGGAGCTTGCAGTGAGCGGAGATCGCGCCACAGCACTC        238 
AluYb8                 GGCGTGAACCCGGGAAGCGGAGCTTGCAGTGAGCCGAGATTGCGCCACTGCAGTC        250 
AluYa8                 GGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTC        249 
AluYa5                 GGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGATCCCGCCACTGCACTC        250 
151 human filled site  TGCTTGAACCCGGGAGGCAGAGGTTGCAGTGAGCTGAGATCGTGCCACTGCACTC        490 
151 genbank empty site TGCTTGAACCCGGGAGGCAGAGGTTGCAGTGAGCTGAGATCGTGCCACTGCACTC        324 
151 gmk                TGCTTGAACCCGGGAGACAGAGGTTGCAGTGAGCTGAGATCGTGCCACTGCACTC        323 
151 omk                CGCTTGAACTGGGGAAGCTGAGGTTGCAATGAGGTGAGGTCGTGCCACTGCACTC        311 
 
Majority               CA-------GCCTGGGCGACA-GAGCGAGACT-CCGTCTCAAAAAAAAAA----- 
                       ----+---------+---------+---------+---------+---------+ 
                           500       510       520       530       540       550 
                       ----+---------+---------+---------+---------+---------+ 
AluSc                  CA-------GCCTGG-CGACA-GAGCGAGACT-CCGTCTCAAAAAAAAAA-----        289 
AluSg                  CA-------GCCTGGGCGACA-GAGCGAGACT-CCGTCTCAAAAAAAAAA-----        290 
AluSp                  CA-------GCCTGGGCAACAAGAGCGAAACT-CCGTCTCAAAAAAAAAA-----        293 
AluSq                  CA-------GCCTGGGCAACAAGAGCGAAACT-CCGTCTCAAAAAAAAAA-----        293 
AluSx                  CA-------GCCTGGGCGACA-GAGCGAGACT-CCGTCTCAAAAAAAAAA-----        292 
AluY                   CA-------GCCTGGGCGACA-GAGCGAGACT-CCGTCTCAAAAAAAAAA-----        291 
AluYc                  CA-------GCCTGGGCGACA-GAGCGAGACT-CCGTCTCAAAAAAAAAA-----        279 
AluYc3                 CA-------GCCTGGGCGACA-GAGCGAGACT-CCGTCTCAAAAAAAAAA-----        280 
AluYc5                 CC-------GCCTGGGCGACA-GAGCGAGACT-CCGTCTCAAAAAAAAAA-----        279 
AluYb8                 CGCAGTCCGGCCTGGGCGACA-GAGCGAGACT-CCGTCTCAAAAAAAAAA-----        298 
AluYa8                 CA-------GCCTGGGCGACA-GAGCGAGACT-CCGTCTCAAAAAAAAAA-----        290 
AluYa5                 CA-------GCCTGGGCGACA-GAGCGAGACT-CCGTCTCAAAAAAAAAA-----        291 
151 human filled site  CA-------GCCTGGGCTACA-GAGCTGGATT-CCATCTTAAAAAAAAAA-----        531 
151 genbank empty site CA-------GCCTGGGCTACA-GAGCTGGATT-CCATCTTAAAAAAAAAAA----        366 
151 gmk                CA-------GCCTGGGCTACT-GAGCTAGATT-CCATCTCAAAAAAAAAAAAAAA        369 
151 omk                CA-------GCCTGGGTGACA-GAGCGAGACTACCATGTCAAAAAA---------        349 
 
Majority               -AAAAAAAAAAXXXXXXXXXXXXXXXXXXXXXXXXXXXXXX 
                       ---------+---------+---------+---------+- 
                                560       570       580       590 
                       ---------+---------+---------+---------+- 
AluSc                  -AAAAAAAAAA                                                    299 
AluSg                  -AAAAAAAAAA                                                    300 
AluSp                  -AAAAAAAAAA                                                    303 
AluSq                  -AAAAAAAAAA                                                    303 
AluSx                  -AAAAAAAAAA                                                    302 
AluY                   -AAAAAAAAAA                                                    301 
AluYc                  -AAAAAAAAAAAAAAAAAAAA                                          299 
AluYc3                 -AAAAAAAAAAAAAAAAAAAA                                          300 
AluYc5                 -AAAAAAAAAAAAAAAAAAAA                                          299 
AluYb8                 -AAAAAAAAAA                                                    308 
AluYa8                 -AAAAAAAAAA                                                    300 
AluYa5                 -AAAAAAAAAA                                                    301 
151 human filled site  -AAAAGAAGAGTCATGATAAGCATGAATAAGGCATAGAGGA                      571 
151 genbank empty site -AAAAGAAGAGTCATGATAAGCATGAATAAGGCATAGAGG                       405 
151 gmk                AAAAAAAAGAATCATGATAAGCATGAATAAGGCATAGAGG                       409 
151 omk                -AAAAAAAGAATCATGATAAGCATGAATAAGGCATAGAGG                       388 
 
 
 
 
L1HS155 alignment 
 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Saturday, February 08, 2003 3:34 PM 
 
Majority               TGGCATGTCAATATATACCTGAAGACTTATCCTATATAAAGATTTTTATTGAATT 
                       ---------+---------+---------+---------+---------+----- 
                                10        20        30        40        50     
                       ---------+---------+---------+---------+---------+----- 
155 genbank empty site TGGCATGTCAATATATACCTGAAGACTTATCCTATATAAAGATTTTTATTGAATT         55 
155 pc                 TGGCATGTCAATATATACCTGAAGACTTATCCTATATAAAGATTTTTATGGAATT         55 
155 gor                TGGCGGTCNAAAATANCCCGGAGANGTTTTCTCNAAAAAANNTTTTNTNGAAAAN         55 
155 orang              TGGCATGTCAATATATACCTGAAGACTTATCCTATATAAAGATTTTTATTGAATT         55 
155 gmk                TGGCATGTCAATATATACCTGAAGACTTATCCTATATAAAGATTTTTCTTGAATT         55 
 
Majority               ATGGTTTTTGGTTTTGTTTTATACTTTTGCTTCTTTTTTCCTTTGAGAATATAAT 
                       ----+---------+---------+---------+---------+---------+ 
                           60        70        80        90        100       110 
                       ----+---------+---------+---------+---------+---------+ 



155 genbank empty site ATGGTTTTTGGTTTTGTTTTATACTTTTGCTTCTTTTTTCCTTTGAGAATATAAT        110 
155 pc                 CNGGTTTTGGGTTTTGTTTTATACTTTGGCTTCTTTTTTCCTTNGAGAATATAAT        110 
155 gor                GGGGNTTGGGGTTNNGTTNAANACTTNGGCTTCTTTTTTCCTGGGAGAATATAAT        110 
155 orang              ATAGTTTTTGGTTTTGTTTTCTACTTTTGCTTCTTTCTTCCTTTGAGAATATAAT        110 
155 gmk                ATAGTTTGTGGTTTTGTTTTCCACTTTTGCTTCTTTTTTCCTTTGAGAATATAAT        110 
 
Majority               ATTTTTCCCTTTTTGTCTTCTACATTTATTATTATTATTTATTTATTTATT-ATT 
                       ---------+---------+---------+---------+---------+----- 
                                120       130       140       150       160    
                       ---------+---------+---------+---------+---------+----- 
155 genbank empty site ATTTTTCCCTTTTTGTCTTCTACATTTATTATTATTACTTATTTATTTATTTATT        165 
155 pc                 ATTTTTCCCTTTTTGTCTTNTACATTTATTATTATTATTTATTTATTTATT-ATT        164 
155 gor                ATTTTTCCCTTTTTGTCTTCTACATTTATTATTATTATTTATTTATTTATT-ATT        164 
155 orang              ATTTTTCCCTTTTTGTCTTCT----------------------------------        131 
155 gmk                ACTTTTCCCTTTTTGTCTTCT----------------------------------        131 
 
Majority               ---ATACTTTAAGTTTTAGGGTACATGTGCACAATGTGCAGGTTAGTTACATATG 
                       ----+---------+---------+---------+---------+---------+ 
                           170       180       190       200       210       220 
                       ----+---------+---------+---------+---------+---------+ 
155 genbank empty site ATTATACTTTAAGTTTTAGGGTACATGTGCACAATGTGCAGGGTAGTTACATATG        220 
155 pc                 ATTATACTTTAAGTTTTAGGGTACATGTGCACAATGTGCAGGTTAGTTACATATG        219 
155 gor                ---ATACTTTAAGTTTTAGGGTACATGTGCACAATGTGCAGGTTAGTTACATATG        216 
155 orang              -------------------------------------------------------        131 
155 gmk                -------------------------------------------------------        131 
 
Majority               TATACATGTGCCATGCTGGTGTGCTGCACCCACTAACTCGTCATCTAGCATTAGG 
                       ---------+---------+---------+---------+---------+----- 
                                230       240       250       260       270    
                       ---------+---------+---------+---------+---------+----- 
155 genbank empty site TATACATGTGCCATGCTGGTGCGCTGCACCCACTAACTCATCATCTAGCATTAGG        275 
155 pc                 TATACGTGTGCCATGCTGGTGTGCTGCACCCACTAACTCGTCATCTAGCATTAGG        274 
155 gor                TATACATGTGCCATGCTGGTGTGCTGCACCCACTAACTTGTCATCTAGCATTAGG        271 
155 orang              -------------------------------------------------------        131 
155 gmk                -------------------------------------------------------        131 
 
Majority               TATATCTCCCAGTGCTATCCCTCCCCCCT-CCCCCACCCCACAACAGTCCCCAGA 
                       ----+---------+---------+---------+---------+---------+ 
                           280       290       300       310       320       330 
                       ----+---------+---------+---------+---------+---------+ 
155 genbank empty site TATATCTCCCAGTGCTATCCCTCCCCCCT-CCCCCACCCCACAACAGTCCCCAGA        329 
155 pc                 TATATCTCCCAATGCTATCCCTCCCCCCTTCCCCCACCCCACAACAGTCCTGAGA        329 
155 gor                TATATCTCCCAGTGCTATCCCTCCCCCCT-CCCCCACCCCACAACAGTCCCCAGA        325 
155 orang              -------------------------------------------------------        131 
155 gmk                -------------------------------------------------------        131 
 
Majority               GTGTGATGTTCCCCTTCCTGTGTCCATGTGTTCTCATTGTTCAATTCCCACCTAT 
                       ---------+---------+---------+---------+---------+----- 
                                340       350       360       370       380    
                       ---------+---------+---------+---------+---------+----- 
155 genbank empty site GTGTGATGTTCCCCTTCCTGTGTCCATGTGTTCTCATTGTTCAATTCCCACCTAT        384 
155 pc                 GTGTGATGTTCCCCTTCCTGTGCCCATGTGTTCTCATTGTTCAATTCCCACCTAT        384 
155 gor                GTGTGATGTTCCCCTTCCTGTGTCCATGTGTTCTCATTGTTCAATTCCCACCTAT        380 
155 orang              -------------------------------------------------------        131 
155 gmk                -------------------------------------------------------        131 
 
Majority               GAGTGAGAATATGCGGTGTTTGGTTTTTTGTTCTTGTGATAGTTTACTGAGAATG 
                       ----+---------+---------+---------+---------+---------+ 
                           390       400       410       420       430       440 
                       ----+---------+---------+---------+---------+---------+ 
155 genbank empty site GAGTGAGAATATGTGGTGTTTGGTTTTTTGTTCTTGTGATAGTTTACTGAGAATG        439 
155 pc                 GAGTGAGAATATGCAGTGTTTGGTTTTTTGTTCTTGCGATAGTTTACTGAGAATG        439 
155 gor                GAGTGAGAATATGCGGTGTTTGGTTTTTTGTTCTTGTGATAGTTTACTGAGAATG        435 
155 orang              -------------------------------------------------------        131 
155 gmk                -------------------------------------------------------        131 
 
Majority               ATGATTTCCAATTTCATCCATGTCCCTACAAAGGACATGAATTCATCATTTTTTA 
                       ---------+---------+---------+---------+---------+----- 
                                450       460       470       480       490    
                       ---------+---------+---------+---------+---------+----- 
155 genbank empty site ATGATTTCCAATTTCATCCATGTCCCTACAAAGGACATGAATTCATCATTTTTTA        494 
155 pc                 ATGATTTCCAATTTCATCCATGTCCCTACAAAGGACATGAATTCATCATTTTTTG        494 
155 gor                ATGATTTCCAATTTCATCCATGTCCCTACAAAGGACATGAATTCTTCATTTTTTA        490 
155 orang              -------------------------------------------------------        131 
155 gmk                -------------------------------------------------------        131 
 



Majority               TGGCTGCATAGTATTCCATGGTGTGTATGTGCCACATTTTCTTATTTCTCTCATT 
                       ----+---------+---------+---------+---------+---------+ 
                           500       510       520       530       540       550 
                       ----+---------+---------+---------+---------+---------+ 
155 genbank empty site TGGCTGCATAGTATTCCATGGTGTGTATGTGCCACATTTTCTTATTTCTCTCATT        549 
155 pc                 TGGCTGCATAGTATTCCATGGTGTATATGTGCCACATTTTCTTATTTCTCTCATT        549 
155 gor                TGGCTGCATAGTATTCCATGGTGTGTATGTGCCACATTTTCTTATTTCTCTCATT        545 
155 orang              ---------------------------------ACA-TTTATTATTTTTCTCATT        152 
155 gmk                ---------------------------------ACA-TTTATTGTTTCTC-CATT        151 
 
Majority               TTTAAATTTCTTTACTTTTTGTTGTCCGTCTTTTATTTCTGTTTTCC 
                       ---------+---------+---------+---------+------- 
                                560       570       580       590      
                       ---------+---------+---------+---------+------- 
155 genbank empty site TTTAAATTTCTTTACTTTTTGTTGTCCGTCTTTTATTTCTGTTTTCC                596 
155 pc                 TTTAAATTTCTTTACTTTTTGTTGTCCGTCTTTTATTTCTGTTTTCC                596 
155 gor                TTTAAATTTCTTTACTTTTTGTTGTCCGTCTTTTATTTCTGTTTTCC                592 
155 orang              TTTAAATTTCTTTACTTTTTACTGTCCGTCTTTTATTTCTGTTTTCC                199 
155 gmk                TTTAAATTTCTTTATTTTTTATTGTCCGTCTTTTATTTCTGTTTTCC                198 
 
 
 
 
L1HS 195 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Monday, February 10, 2003 10:00 AM 
 
Majority               GCTTACATCTCAAATTCTGGTACCTTCTCTCTGCAGTTCAAGAGCTTACATTTTA 
                       ---------+---------+---------+---------+---------+----- 
                                10        20        30        40        50     
                       ---------+---------+---------+---------+---------+----- 
195 genbank empty site GCTTACATCTCAAATTCTGGTACCTTCTCTCTGCAGTTCAAGAGCTTACATTTTA         55 
195 chimp              GCTTACATCTCAAATTCTGGTACCTTCTCTCTGCAGTTCAAGAGCTTACATTTTA         55 
195 pygmy chimp        GCTTACNTCTCAAATTCTGGTACCTTCTCTCTGCAGTTCAAGAGCTTACATTTTA         55 
195 gorilla            GCTTACNTCTCAAATTCTGGTACCTTCTCTCTGCAGTTCAAGAGCTTACATTTTA         55 
195 orang              GCTTACATCTCAAATTCTGGTACCTTCTCTCTGCGGTTCAAGAGCTTGCATTTTA         55 
195 gmk                GCTTACATCTCAAATTCTGGTACCTTCTCTCTGCAGTTCAAGAGTTTACATTTTA         55 
195 omk                GCTTACATCTCAAATTCTGGTACCTTCTCTCTGCAGTTCAAGTGCTTACATTTTA         55 
 
Majority               ACTTACAAACTGAGAGTTCTATTTTTCTTAATTAAGATATAGATTTGGTGAAATG 
                       ----+---------+---------+---------+---------+---------+ 
                           60        70        80        90        100       110 
                       ----+---------+---------+---------+---------+---------+ 
195 genbank empty site ACTTACAAACTGAGAGTTCTATTTTTCTTAATTAAGATATAGATTTGGTGAAATG        110 
195 chimp              ACTTACAAACTGAGAGTTCTATTTTTCTTAATTAAGATATAGATTTGGTGAAATG        110 
195 pygmy chimp        ACTTACAAACTGAGAGTTCTATTTTTCTTAATTAAGATATAGATTTGGTGAAATG        110 
195 gorilla            ACTTACAAACTGAGAGTTCTATTTTTCTTAATTAAGATATAGATTTGGTGAAATG        110 
195 orang              ACTTACAAACTGAGAGTTCTATTTTTCTTAATGAAGATATAGATTTGGTGAAATG        110 
195 gmk                ACTTACAAACTGAGAGTTCTATTTTCCTTAATTAAGGTACAGGTTTGGTGAAATG        110 
195 omk                ACTTACAAACTGAGGGCTCTATTTTCCTTAATTAAGATAGAGATTTGGTGAAATG        110 
 
Majority               TATTCCATTTTCCACAGTT----------------------------TAAAAGGC 
                       ---------+---------+---------+---------+---------+----- 
                                120       130       140       150       160    
                       ---------+---------+---------+---------+---------+----- 
195 genbank empty site TATTCCATTTTCCACAGTT----------------------------TAAAAGGC        137 
195 chimp              TATTCCATTTTCCACAGTT----------------------------TAAAAGGC        137 
195 pygmy chimp        TATTCCATTTTCCACAGTT----------------------------TAAAAGGC        137 
195 gorilla            TATTCCCTTTTCCACAGTT----------------------------TAAAAGGC        137 
195 orang              TATTCCATTTTCCACAGTT----------------------------TAAAAGGC        137 
195 gmk                TATTCCATTTTCCACATTTAAATCTTTTTATCCAGAAACTGGGGAACCAAAAGGC        165 
195 omk                TATTCCATTTTCCACATTTAAACCTTTTTATCCAGAAACTGGGAAACCAAAAGGT        165 
 
Majority               TTTGGCTCTTATGTTTTATTTCCAGAACCATCACCTTAATCATCTG 
                       ----+---------+---------+---------+---------+- 
                           170       180       190       200       210 
                       ----+---------+---------+---------+---------+- 
195 genbank empty site TTTGGCTCTTACATTTTATTTCCAGAACCATCACCTTAATCATCTG                 183 
195 chimp              TTTGGCTCTTACGTTTTATTTCCAGAACCATCACCTTAATCATCTG                 183 
195 pygmy chimp        TTTGGCTCTTATGTTTTATTTCCAGAACCATCACCTTAATCATCTG                 183 
195 gorilla            TTTGGCTCTTACGNNGTATCTCCAGAGCCANGNCCTTAATCATCTG                 183 
195 orang              TTTGGCTCTTATGTTTTATTTCCAGAACCATCACCTTAATCATCTG                 183 
195 gmk                TTTGGCTCTTATGTTTTATTTCCAGAACCATCACCTTAATCATCTG                 211 
195 omk                TTTGGCTCTTATGTTTTATTTCCAGAACCATCACCTTAATCATCTG                 211 
 



 
 
 
L1HS214 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Monday, February 10, 2003 10:06 AM 
 
Majority               TAGCTGAGAAACCATAAGCCTAGAAAGATAGAATTTCAGTTATCAAAGATAATTA 
                       ---------+---------+---------+---------+---------+----- 
                                10        20        30        40        50     
                       ---------+---------+---------+---------+---------+----- 
214 genbank empty site TAGCTGAGAAACCATAAGCCTAGAAAGATAGAATTTCAGTTATCAAAGATAATTA         55 
214 pc                 TAGCTGAGAAACCATAAGCCTAGAAAGATAGAATTTCAGTTATCAAAGATAATTA         55 
214 gor                TAGCTGAGAAACCATAAGCCTAGAAAGATAGAATTTCAGTTATCAAAGATAATTA         55 
214 orang              TAGCTGAGAAACCATAAGCCTAGAAAGATAGAATTTCAGTTATCAAAGACAATTA         55 
 
Majority               ATTTTTACATTTTAATGTATATTCTCATATATTGAACAAAATTTAAACAATTTAA 
                       ----+---------+---------+---------+---------+---------+ 
                           60        70        80        90        100       110 
                       ----+---------+---------+---------+---------+---------+ 
214 genbank empty site ATTTTTACATTTTAATGTATATTCTCATATATTGAACAAAATTTAAACA------        104 
214 pc                 ATTTTTACATTTTAATGTATATTCTCATATATTGAACAAAATTTAAACAATTTAA        110 
214 gor                ATTTTTACACTTTAATGTATATTCTCATATATTGAACAAAATTTAAACAATTTAA        110 
214 orang              TTTTTCATATTTTAATGCATATTCTCATATATTGAACAAAATTTAAACAATTTAA        110 
 
Majority               ACAGATATATCTTTAAAAGTTATATGTATAAATTTATATATATTTATATCTAC-T 
                       ---------+---------+---------+---------+---------+----- 
                                120       130       140       150       160    
                       ---------+---------+---------+---------+---------+----- 
214 genbank empty site ---GATATATCTTTAAAAGTTATATGTATAAATTTATATATATTTATATCTACTT        156 
214 pc                 ACAGATATATCTTTAAAAGTTATATGTATAAATTTATATATATCTACAT------        159 
214 gor                ACAGATATATCTTTAAAAGTTATATGTATAAATTTATATATATTTATATCTACAT        165 
214 orang              ACAGATATATCTTTAACAGCTATATGTATATATTTATATAT--------------        151 
 
Majority               ATATCTAAACATATATGTATATATGCTTACCTATGGAACATTTATAATGTGAATA 
                       ----+---------+---------+---------+---------+---------+ 
                           170       180       190       200       210       220 
                       ----+---------+---------+---------+---------+---------+ 
214 genbank empty site ATATCTAAGCATATATGTATATATGCTTACCTATGGAACATTTATAATGTGAATA        211 
214 pc                 ATATCTAAACATATATGTATATATGCTTACCTATGGAACATTTATAATGTGAATA        214 
214 gor                ATATCTAAACATATATGTATATATGCTTACCTATGGAACATTTATAATGTGAATA        220 
214 orang              ------------------------GCTTACCTATGGAACATTTCTAATGTGAATA        182 
 
Majority               TGAT-----TTATATATAAATAGATCACATTTGTGTATACAAATTCTTATCATTG 
                       ---------+---------+---------+---------+---------+----- 
                                230       240       250       260       270    
                       ---------+---------+---------+---------+---------+----- 
214 genbank empty site TGATATGATTTATATATAAATTGATCACATTTGTGTATACAAATTCTTATCATTG        266 
214 pc                 TGAT-----TTATATATAGATAGATCACATTTGTGTATACAAATTCTTACCATTG        264 
214 gor                TGAT-----TTATATATAAATAGATCACATTTGTGTATACAAATTCTTATCATTG        270 
214 orang              TGAT-----TTATATATAAATAGATCATATTTGTGTATACAAATTCTTA---TGG        229 
 
Majority               TTACTGCTTTATGATCTATCCTAATTTATTTAATCATCGAGTGAATGAG-TGGAC 
                       ----+---------+---------+---------+---------+---------+ 
                           280       290       300       310       320       330 
                       ----+---------+---------+---------+---------+---------+ 
214 genbank empty site TTACTGCTTTATGGTCTATCCTAATTTATTTAATCATCGAGTGAATGAG-TGGAC        320 
214 pc                 TTACTGCTTTATGATCTATCCTAATTTATTTAATCATCGAGTGAATGAGGTGGAC        319 
214 gor                TTACTGCTTTGTGATCTATCCTAATTTATTTAATCATCGAGTGAATGAG-TGGAC        324 
214 orang              TTACTGCTTTATGATCTATCCGAATTTATTTAATCATCGAGTGAATGAG-TGGAC        283 
 
Majority               ATTCAGGT 
                       -------- 
                                
                       -------- 
214 genbank empty site ATTCAGGT                                                       328 
214 pc                 ATTCAGGT                                                       327 
214 gor                ATTCAGGT                                                       332 
214 orang              ATTCAGGT                                                       291 
 
 
 
 
L1HS242 alignment 
 



Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Monday, February 10, 2003 10:38 AM 
 
Majority              AGTTCACGGTCTCTATCTCTCCTTTCTCA-TTTATGTTAATCCAAATA-GTGATA 
                      ---------+---------+---------+---------+---------+----- 
                               10        20        30        40        50     
                      ---------+---------+---------+---------+---------+----- 
242 human filled site AGTTCACGGTCTCTATCTCTCCTTTCTCA-TTTATGTTAATCCAAATA-GTGATA         53 
242 human empty site  AGTTCACGGTCTCTATCTCTCCTTTCTCACTTTATGTTAATCCAAATA-GTGGTA         54 
242 chimp             AGTTCACGGTCTCTATCTCTCCTTTCTCA-TTTATGTTAATCCAAATA-GTGATA         53 
242 orang             AGTTCACGGTCTCTATCTCTCCTTTCTCA-TTTATGTTAATCCAAATGTGTGATA         54 
 
Majority              CACACAGTGTTATTGT--------------------------------------- 
                      ----+---------+---------+---------+---------+---------+ 
                          60        70        80        90        100       110 
                      ----+---------+---------+---------+---------+---------+ 
242 human filled site CACACAGTGTTAT---GCAGCCATAAAAAATGATGAGTTCATATCCTTTGTAGGG        105 
242 human empty site  CACACAGTGTTATTGT---------------------------------------         70 
242 chimp             CACACAGCGTTATTGT---------------------------------------         69 
242 orang             CACACAGTGTTATTGT---------------------------------------         70 
 
Majority              ------------------------------------------------------- 
                      ---------+---------+---------+---------+---------+----- 
                               120       130       140       150       160    
                      ---------+---------+---------+---------+---------+----- 
242 human filled site ACCTGGATGAAATTGGAAACCATCATTCTCAGTAAACTATCGCAAGAACAAAAAA        160 
242 human empty site  -------------------------------------------------------         70 
242 chimp             -------------------------------------------------------         69 
242 orang             -------------------------------------------------------         70 
 
Majority              ------------------------------------------------------- 
                      ----+---------+---------+---------+---------+---------+ 
                          170       180       190       200       210       220 
                      ----+---------+---------+---------+---------+---------+ 
242 human filled site CCAAACACCGCGTATTCTCACTCATAGGTGGGAATTGAACAATGAGATCACATGG        215 
242 human empty site  -------------------------------------------------------         70 
242 chimp             -------------------------------------------------------         69 
242 orang             -------------------------------------------------------         70 
 
Majority              ------------------------------------------------------- 
                      ---------+---------+---------+---------+---------+----- 
                               230       240       250       260       270    
                      ---------+---------+---------+---------+---------+----- 
242 human filled site ACACAGGAAGGGGAATATCACACTCTGGGGACTGTGGTGGGGTCGGGGGAGGGGG        270 
242 human empty site  -------------------------------------------------------         70 
242 chimp             -------------------------------------------------------         69 
242 orang             -------------------------------------------------------         70 
 
Majority              ------------------------------------------------------- 
                      ----+---------+---------+---------+---------+---------+ 
                          280       290       300       310       320       330 
                      ----+---------+---------+---------+---------+---------+ 
242 human filled site GAGGGATAGCATTGGGAGATATACCTAATGCTAGATGACACATTAGTGGGTGCAG        325 
242 human empty site  -------------------------------------------------------         70 
242 chimp             -------------------------------------------------------         69 
242 orang             -------------------------------------------------------         70 
 
Majority              ------------------------------------------------------- 
                      ---------+---------+---------+---------+---------+----- 
                               340       350       360       370       380    
                      ---------+---------+---------+---------+---------+----- 
242 human filled site CGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCACAATGTGCACATG        380 
242 human empty site  -------------------------------------------------------         70 
242 chimp             -------------------------------------------------------         69 
242 orang             -------------------------------------------------------         70 
 
Majority              ------------------------------------------------------- 
                      ----+---------+---------+---------+---------+---------+ 
                          390       400       410       420       430       440 
                      ----+---------+---------+---------+---------+---------+ 
242 human filled site TACCCTAAAACTTAGAGTATAATTAAAAAAAACCAAAAACCAAAAAAAAACCAAA        435 
242 human empty site  -------------------------------------------------------         70 
242 chimp             -------------------------------------------------------         69 
242 orang             -------------------------------------------------------         70 
 
Majority              ------------------------------------------------------- 
                      ---------+---------+---------+---------+---------+----- 



                               450       460       470       480       490    
                      ---------+---------+---------+---------+---------+----- 
242 human filled site AAAAAACCACCCTGAAAAAAAAATTACCTTCAGGCTGCTATATGTATAAAGTGTA        490 
242 human empty site  -------------------------------------------------------         70 
242 chimp             -------------------------------------------------------         69 
242 orang             -------------------------------------------------------         70 
 
Majority              ----------------------------AAGAGTTAAAGAAAGAGGAAAGAAACA 
                      ----+---------+---------+---------+---------+---------+ 
                          500       510       520       530       540       550 
                      ----+---------+---------+---------+---------+---------+ 
242 human filled site TATAAAACATAAATGCATAAAAAAAAAAAAGAGTTAAAGAAAGAGGAAAGAAACA        545 
242 human empty site  ----------------------------AAGAGTTAAAGAAAGAGGAAAGAAACA         97 
242 chimp             ----------------------------AAGAGTTAAAGAAAGAGGAAAGAAACA         96 
242 orang             ----------------------------AAGAGTTAAAGAAAGAGGAAAGAAACA         97 
 
Majority              CAAAAAGTGGCTCAACAGTCAAAGACAGGTT 
                      ---------+---------+---------+- 
                               560       570       580 
                      ---------+---------+---------+- 
242 human filled site CAAAAAGTGGCTCAACAGTCANAGACAGGTT                                576 
242 human empty site  CAAAAAGTGGCTCAACAGTCAAAGACAGGTT                                128 
242 chimp             CAAAAAGTGGCTCAACAGTCAAAGACAGGTT                                127 
242 orang             CAAAAAGTGGCTCAACAGTCAAAGACAGGTT                                128 
 
 
 
 
L1HS245 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Monday, February 10, 2003 11:02 AM 
 
Majority               AAGGCTCTTTATCACAGGAAGTACCATTCATAGGATTGGCACTTCCACAAGAATT 
                       ---------+---------+---------+---------+---------+----- 
                                10        20        30        40        50     
                       ---------+---------+---------+---------+---------+----- 
245 genbank empty site AAGGCTCTTTATCACAGGAAGTACCATTCATAGGATCGGCACTTCCACAAGAATT         55 
245 chimp              AAGGCTCTTTATCACAGGAAGTACCATTCATAGGATTGGCACTTCCACAAGAATT         55 
245 pc                 AAGGCTCTTTATCACAGGAAGTACCATTCATAGGATTGGCACTTCCACAAGAATT         55 
245 gmk                AAGGCTCTTTATCACAGGAAGTACCATTCATAGGATTGGCACTTCCACATGTATT         55 
245 omk                AAGGCTCTTTATCACAGGAAGTACCATTCGTAGGATTGGCACTTCCACAAGGATT         55 
 
Majority               AATAATGATTACTTACAATTATGATGACTTTTAAATAAAAACGACCTTTATTCTG 
                       ----+---------+---------+---------+---------+---------+ 
                           60        70        80        90        100       110 
                       ----+---------+---------+---------+---------+---------+ 
245 genbank empty site AATAATGATTACTTACAATTATGATGACTTTTAAATAAAAACGAACTTTATTCTG        110 
245 chimp              AATAATTATTACTTACAATTATGATGACTTTTAAATAAAAACGACCTTTATTCTG        110 
245 pc                 AATAATTATTACTTACAATTATGATGACTTTTAAATAAAAACGACCTTTATTCTG        110 
245 gmk                AATAATGGTTACTTGCAATTATGATGACTTTTAAATAAAAATGACATTTATTCTG        110 
245 omk                AATAATGATTACTTACAATTGTGATGACTTTTAAATAAAAACGACCTTTATTCTG        110 
 
Majority               GTTACTTTTTAGGTAAATGCTTTTATTTTGGATATC-TAACTTTATCTTATTTAC 
                       ---------+---------+---------+---------+---------+----- 
                                120       130       140       150       160    
                       ---------+---------+---------+---------+---------+----- 
245 genbank empty site GTTACTTTTTAGGTAAATGCTTTTATTTTGGATATC-TAACTTTATCTTATTTAC        164 
245 chimp              GTTACTTTTTAGGTAAATGCTTTTATTTTGGATATT-TAACTTTATCTTATTTAC        164 
245 pc                 GTTACTTTTTAGGTAAATGCTTTTATTTTGGATATT-TAACTTTATCTTATTTAC        164 
245 gmk                GTTACTTTTTAGGTAAATGCTTTTATTTTGGATATCCTAACTTTATCTTATTTAC        165 
245 omk                GTTACTTTTTAGGTAAATGCTTTTATTTTGGATATC-TAACTTTATCTCATTTAC        164 
 
Majority               CAGGGATTTGATTC-ATTTTTTAAAAAATATGTATCTCTCATGCCATGTTGTAAA 
                       ----+---------+---------+---------+---------+---------+ 
                           170       180       190       200       210       220 
                       ----+---------+---------+---------+---------+---------+ 
245 genbank empty site CAGGGATTTGATTC-ATTTTTTAAAAAATATGTATCTCTCATGCCATGTTGTAAA        218 
245 chimp              CAGGGATTTGATTC-ATTTTTTAAAAAATATGTATCTCTCATGCCATGTTGTAAA        218 
245 pc                 CAGGGATTTGATTC-ATTTTTTAAAAAATATGTATCTCTCATGCCATGTTGTAAA        218 
245 gmk                CAGGGATTTGATTCCATGTTTTTAAAAATATGTATTTCTCATGCCATGTTGTAAA        220 
245 omk                CAGGGATTTGATTC-ATTTTTTAAAAAATATGTATCTCTCATGCCATGTTGTAAA        218 
 
Majority               ACAAACAAACAAAGA-AACAA-AAAACATACCTTTTAGAGTGTATAGCTATTTTG 
                       ---------+---------+---------+---------+---------+----- 
                                230       240       250       260       270    



                       ---------+---------+---------+---------+---------+----- 
245 genbank empty site ACAAACAAACAAAGA-AACAA-AAAACATACCTTTTAGAGTGTATGGCTATTTTG        271 
245 chimp              ACAAACAAACAAAGA-AACAA-AAAACATACCTTTTAGAGTGTATAGCTATTTTG        271 
245 pc                 ACAAACAAACAAAGA-AACAA-AAAACATACCTTTTAGAGTGTGTAGCTATTTTG        271 
245 gmk                ACAAACAAACAACAACAACAACAAAAAATACCTTTTAGAGTATATAGGTCTTTTG        275 
245 omk                ACAAACAAACAAAGA-AACAA-AAAACATACCTTTTAGAGTGTATAGCTATTTTG        271 
 
Majority               GAAATCCAGAAGAACAGTCTTTTAGTTACATTGCAATGATCGGTGATTAACGT 
                       ----+---------+---------+---------+---------+-------- 
                           280       290       300       310       320       
                       ----+---------+---------+---------+---------+-------- 
245 genbank empty site GAAATCCAAAAGAACAGTCTTTTAGTTACATTGCAATGATCGGTGATTAACGT          324 
245 chimp              GAAATCCAGAAGAACAGTCTTTTAGTTACATTGCAATGATCGGTGATTAACGT          324 
245 pc                 GAAATCCAGAAGAACAGTCTTTTAGTTACATTGCAATGATCGGTGATTAACGT          324 
245 gmk                GAAATCCAGAAGAACTGTCTTTTAGTTACATTGCAATGATCGGTGATTAACGT          328 
245 omk                GAAATCCAGAAGAACAGTCTTTTAGTTACATTGCAATGATCGGTGATTAACGT          324 
 
 
 
 
L1HS284 alignment 
 
Alignment Report of 'Untitled' -  ClustalV (Weighted) : Monday, February 10, 2003 11:30 AM 
 
Majority             AGATAGGAGAATCCTCTGGTCTTCTCCAGTTGGTTCAGAACCCTGGGAAAGAAAG 
                     ---------+---------+---------+---------+---------+----- 
                              10        20        30        40        50     
                     ---------+---------+---------+---------+---------+----- 
284 human empty site AGATAGGAGAATCCTCTGGTCTTCTCCAGTTGGTTCAGAACCCTGGGAAAGACAG         55 
284 chimp            AGATAGGAGAATCCTCTGGTCTTCTCCAGTTGGTTCAGAACCCTGGGAAAGAAAG         55 
284 pc               AGATAGGAGAATCCTCTGGTCTTCTCCAGTTGGTTCAGAACCCTGGGAAAGAAAG         55 
284 gor              AGATAGGAGAATCCTCTGGTCTTCTCCAGTTGGTTCAGAACCCTGGGAAAGAAAG         55 
284 orang            AGATAGGAGAATCCTCTGGTCTTCTCCAGTTGGTTCAGAACCCTGGGAAAGAAAG         55 
284 gmk              AGATAGGAGAATCCTCTGGTCTTCTCCAGTTGATTTGGAACTCTCATTAAAAAA-         54 
284 omk              AGATAGGAGAATCCTCTGGTCTTCTCTGGTTGGTTCAGAACTCTGGTTAAAAAA-         54 
 
Majority             AAACAGAAAGAGAGAGA-----AGAGAGAGAGA-------A-------AAA-AAA 
                     ----+---------+---------+---------+---------+---------+ 
                         60        70        80        90        100       110 
                     ----+---------+---------+---------+---------+---------+ 
284 human empty site AAACAGTAA-------------AGAGAGAGAGAGA--------------------         77 
284 chimp            AAACAGAAAGAGAGAGAGAAAGAGAGAGAGAGAGAGAGAGAGAGAAAGAAAGAAA        110 
284 pc               AAACAGAAAGAGAGAGAGAGAAAGAGAGAGAGA--------------------AA         90 
284 gor              AAACAGAGAGAGAGAGA--------------------------------------         72 
284 orang            AAACAGAAAGAGAGAGAGAAAGAGAGAGAGAGAGAGAGAGAG------AAAGAAA        104 
284 gmk              ----------------------------------------A-----AGAAACATA         64 
284 omk              ----------------------------------------AGAAGAAGAANTATA         69 
 
Majority             GA------------------------------------AAGAAAGAAAGAAAGAA 
                     ---------+---------+---------+---------+---------+----- 
                              120       130       140       150       160    
                     ---------+---------+---------+---------+---------+----- 
284 human empty site -----------------------------------------ACNGAAAGAAAGAA         91 
284 chimp            GAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAA        165 
284 pc               GAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAA        145 
284 gor              --------------------------------------AAGAAAGAAAGAAAGAA         89 
284 orang            GAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAAAGAA        159 
284 gmk              AA-----------------------------------------------------         66 
284 omk              AA-----------------------------------------------------         71 
 
Majority             AGAGAAGGAAGGAAGGAAGGGAAAGAGAGAGAAGAGGCAAGGGGAC-AGGGGATA 
                     ----+---------+---------+---------+---------+---------+ 
                         170       180       190       200       210       220 
                     ----+---------+---------+---------+---------+---------+ 
284 human empty site AAGGAAGGAAGGTA---AGGGAAAGAGAGAGAAGAGCCAAGGGGAC-AGGGGATA        142 
284 chimp            AGAGAAGGAAGGAAGGAAGGGAAAGAGAGAGAAGAGGCAAGGGGANTAGGGGATA        220 
284 pc               AGAGAAGGAAGGAAGGAAGGGAAAGAGAGAGAAGAGGCAAGGGGAC-AGGGGATA        199 
284 gor              AAGGAAGGAAGGAAGGAAGGGAAAGAGAGAGAAGAGGCAAGGGGAC-AGGGGATA        143 
284 orang            AGAGAAGGAAGGAAGGAAGGGAAAGAGAGAGAAGAGGCAAGGGGAC-AGGGGATA        213 
284 gmk              --------------------GAGAGAGAGAGAAGAGGCAGGGGGAC-AGTGGATA        100 
284 omk              --------------------GAAAGAGAGAGAAAAGACAGGGGGAC-AGGGGATA        105 
 
Majority             TTATTTATTG--AGTGACCCAAGTACCCAACAATAG 
                     ---------+---------+---------+------ 
                              230       240       250     



                     ---------+---------+---------+------ 
284 human empty site TTATTTATTG--AGTGACCCAAGTACCCAACAATAG                           176 
284 chimp            TTATTTATTG--AGTGACCCAAGTACCCAACAATAG                           254 
284 pc               TTATTTATTG--AGTGACCCAAGTACCCAACAATAG                           233 
284 gor              TTATTTATTGTGAGTGACCCAAGTACCCAACAATAG                           179 
284 orang            TTATTTATTG--AGTGACCCAAGTACCCAACAATAG                           247 
284 gmk              TTATTTACTG--AGTGACCCAAGTACCCAACAATAG                           134 
284 omk              TTATTTATTG--AGTGACCCAAGNACCCAACAATAG                           139 
 
 
 
 
L1HS301 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Monday, February 10, 2003 12:48 PM 
 
Majority             GAGGAAATAGCACAGGTATGGTAAATTTGACCCXAACATATCAGT-AACTACXTT 
                     ---------+---------+---------+---------+---------+----- 
                              10        20        30        40        50     
                     ---------+---------+---------+---------+---------+----- 
301 human empty site GAGGAAATAGCACNGGTATGGTAAATTTGACCCNAACATATCAGT-AACTACNTT         54 
301 orang            GAGGAAATAGCACAGGTATGGTAAATTTGACCCNAACATATCAGT-AACTACNTT         54 
301 omk              GAGGAAATAGCACNGGTATGGTAAATTTGACCCNAACATATCAAT-AACTACNAT         54 
301 galago           GAGGAAATAGCACAGGTATGGTAAATTTAATCCAAACATTGCAATT---------         46 
 
Majority             CXAAXCAAAAAGACTAAATGCTTGAGGACAGGAGTTTGAGACCAGCCTGGGCAAG 
                     ----+---------+---------+---------+---------+---------+ 
                         60        70        80        90        100       110 
                     ----+---------+---------+---------+---------+---------+ 
301 human empty site CNAAGCAAAAAGACTAAATGCTTGAGGACAGGAGTTTGAGACCAGCCTGGGCAAG        109 
301 orang            CAAATCAAAAAGACTAAATGCTTGAGGACAGGAGTTTGAGACCAGCCTGGGCAAG        109 
301 omk              CNAACNAAAAAGACTAAATTCTTGAGGCCNGGAGTTTGAGACAAGCCTGGACAT-        108 
301 galago           ------AAATAGATTAAATGCTT--------------------------------         63 
 
Majority             AGTGAGACCCCATTTCTAAAAAGAAAAAGAAAAAGAAAAATAATTAGCCTGTTGT 
                     ---------+---------+---------+---------+---------+----- 
                              120       130       140       150       160    
                     ---------+---------+---------+---------+---------+----- 
301 human empty site AGAGAGACCCCATTTCTAAAAAGAAAAAGAAAAAGAAAAATAATTAGCCTGTTGT        164 
301 orang            AGTGAGACCCCATTTCTAAAAAGAAAAAGAAAAAGAAAAAT----AGCCTGTTGT        160 
301 omk              AGTGAGGCCCCNTTTCTAAAAAGAAAAA------------TAATTAGCCAAGTGT        151 
301 galago           -------------------------------------------------------         63 
 
Majority             GGTGGCATGCTTGTAGTCCCACCTACTTGGGAGGCTGAGGCAGGAGGATTGCTTA 
                     ----+---------+---------+---------+---------+---------+ 
                         170       180       190       200       210       220 
                     ----+---------+---------+---------+---------+---------+ 
301 human empty site GGTGGCATGCTTGTAGTCCCACCTACTTGGGAGGCTGAGGCAGGAGGATTGCTTA        219 
301 orang            GGTGGCATGCTTGTAGTCCCACCTACTTGGGAGGCTGAGGCAGGAGGATTGCTTA        215 
301 omk              GGTGGTGTGCTTGTAGTCCCACCTACTTGGGAGGCTGGGGCAGGAGGATTGCTTA        206 
301 galago           -------------------------------------------------------         63 
 
Majority             AGCACCGGACTTTGAGGCTGCAGTGAGCTGTGATGCACCACTGTACTCCAGTCTG 
                     ---------+---------+---------+---------+---------+----- 
                              230       240       250       260       270    
                     ---------+---------+---------+---------+---------+----- 
301 human empty site AGCACCGGACTTTGAGGCTGCAGTGAGCTGTGATGCACCACTGTACTCCAGTCTG        274 
301 orang            AGCACCGGACTTTGAGGCTGCAGTGAGCTGTGATGCACCACTGTACTCCAGTCTG        270 
301 omk              AGCACTGGACTTTGAGGCTATAGTGAGCTGTGATGCACCACTGCACTCCAGTCTA        261 
301 galago           -------------------------------------------------------         63 
 
Majority             GGTGACAGAGAGATACATCATTA----TAAATAAATAAATAAATAAATAAAAAAT 
                     ----+---------+---------+---------+---------+---------+ 
                         280       290       300       310       320       330 
                     ----+---------+---------+---------+---------+---------+ 
301 human empty site GGTGACAGAGAGATACATCATTA----TAAATAAATAAATAAATAAA-ATAAAAG        324 
301 orang            GGTGACAGAGAGATACATCATTA----TAAATAAATAAATAAATAAATAAATAAA        321 
301 omk              GGTGATAGATAGAGACATCATTACTAATAAATAAATAAGTAAATAAAATAAAAAT        316 
301 galago           -------------------------------------------TAATTAAAAGAT         75 
 
Majority             T-TTCAGAATTGATTAAAAATAAAG-CTCATTTACACTGTTATAAAAGAXACAX- 
                     ---------+---------+---------+---------+---------+----- 
                              340       350       360       370       380    
                     ---------+---------+---------+---------+---------+----- 
301 human empty site TTCTTTAGAGTGAATAAAAAATAAAACTCATCTACACTGTTATGAAAGACACAT-        378 



301 orang            T------AAATAAATAAAATAAAAG-CTC-TTTAGAGTGA-ATAAAAA-------        360 
301 omk              TCTTCAGATTGAATAAAAAATAAAA-CTCATCTACACTGTTATAAAAGCTGCAG-        369 
301 galago           T-TTCAGACTGGATAAAAAATAAAG-CTCATTTATATTCCACTTATTTAAAAAAA        128 
 
Majority             -GTAAAACACAAGGATAAAXAAAGTTGAAGGTAAGAAGAAAGAAAACAT--CAGA 
                     ----+---------+---------+---------+---------+---------+ 
                         390       400       410       420       430       440 
                     ----+---------+---------+---------+---------+---------+ 
301 human empty site -GTAAAACACAAGGATAAATAA-GTTGAAGGTAAGAAGAAAGAAAACAT--CAGA        429 
301 orang            -GTAAAACTCATCTACAGT----GTTATAAA-AGACACATGTAAAACAC--AAGG        407 
301 omk              -GTAAAACACAAGGATAAACAAAGCTGAAGGTAAGAAGAAAGAAAACAT--CAGA        421 
301 galago           CATGAAACACAAGGGTAAAGGAAGTTGAAGGTAAAAGAAAAAAAAACACACCAGA        183 
 
Majority             ATAAAGCTGATATAGTTGTATTAATAT-AGA-AAA-TAGACA--C----AG-CAG 
                     ---------+---------+---------+---------+---------+----- 
                              450       460       470       480       490    
                     ---------+---------+---------+---------+---------+----- 
301 human empty site ATAAAGCTGATATAAT---------------------------------------        445 
301 orang            ATAAA--------------------------------------------------        412 
301 omk              ATAAAGCTAATATAGTTGTATTAATATCAGATAAAATAGACATGC----AGTCAG        472 
301 galago           AGAAAGCTGATATAGTTGTATTAATATAAGACAAAGTAGACAGACCTTAAGACAG        238 
 
Majority             -AATCATTATT-GAGAT-AT-AAG---A-TTTATA-TA-TAAAATGTTTAACTCA 
                     ----+---------+---------+---------+---------+---------+ 
                         500       510       520       530       540       550 
                     ----+---------+---------+---------+---------+---------+ 
301 human empty site ----------------------------------------AAAATGTTTAACTCA        460 
301 orang            ------------------------------------------TAAGTTGAA----        421 
301 omk              GAATCATTATTGGAGATAATAAAGTTCACTTTATA-TATTAAAATGTTTAACTCA        526 
301 galago           AAATCATTATTAGAGATGATGAAGAGTATTTTATAATAATAAAATGTTTAGCTCA        293 
 
Majority             TAATGAATATATAATAATTTTAAATTTTATGCACTTAATAATATAGAAGCAAAAT 
                     ---------+---------+---------+---------+---------+----- 
                              560       570       580       590       600    
                     ---------+---------+---------+---------+---------+----- 
301 human empty site TAATGAATATATAATAATTTTAAATTTTATGCACTTAATAATATAGAAGCAAAAT        515 
301 orang            -GGTAAGAAGAAAGTAATTTTAAATTTTATGCACTTCATAATATAGAAGCAAAAT        475 
301 omk              TAATGAATATATAATAATTTTAAGTTTTATGCACTTAATAATATAGAAGCAAAAT        581 
301 galago           GACTGAAT---TAATAATTCTAATTTTTTT-CATTTAATAATATGGAAGCCAAAT        344 
 
Majority             GTAATGCACAAATTT-TATAGGACTATGAGAATTGGATACATCCATGATCAAAAT 
                     ----+---------+---------+---------+---------+---------+ 
                         610       620       630       640       650       660 
                     ----+---------+---------+---------+---------+---------+ 
301 human empty site ATAATGCACAAATTT-TATAGGACTATGAGAACTGGATACATCCATGATCAAAAT        569 
301 orang            ATAATGCACAAATTT-TATAGGACTATGAGAATTGGATACATCCATGATCAAAAT        529 
301 omk              GTAATGCAAAAATTCCTATAAGACTATGAGAATTGGATACNTACNTGATCNGAAT        636 
301 galago           GTAA-G------------------TATGAGAATTGGATAAGTTCATGATCACAAT        380 
 
Majority             GAGTAATTATGACATATCTATGAATAATTCATTTTAATAAACAGGCCCAAAAAAT 
                     ---------+---------+---------+---------+---------+----- 
                              670       680       690       700       710    
                     ---------+---------+---------+---------+---------+----- 
301 human empty site GAGTAACTATGACATATCTATGAATAATTCATTTTAATAAACAGGCCCAAAAAAT        624 
301 orang            GAGTAATTATGACATATCTATGAATAGTTCACTTTAATAAACAGGCCCAAAAAAT        584 
301 omk              GAGTAGTTATGACNTATCTATGAATAATTCNTTTTAATAAACNGGAC--AAAAAT        689 
301 galago           GAGTAATTATGATGTACTTATGAATAACTGATTTTTACAAACATACCAAAAAAGT        435 
 
Majority             CAGCAAAGTTATAGGGAAT-XAAAACATGTATGAGCATTCTACCCCCCXTCTATG 
                     ----+---------+---------+---------+---------+---------+ 
                         720       730       740       750       760       770 
                     ----+---------+---------+---------+---------+---------+ 
301 human empty site CNGCAAAGTTATAGAGAATCNAAAACATGTATGAGCATTCTACCCCCCNTCTATG        679 
301 orang            CNGCAAAGTTATAGGGAA--TGAAACATGTATGAGCATTCTNCCNCCNT-CTATG        636 
301 omk              TAGCCAAGTTGTAGGGAAT-GANAGCGTATATGGGCATTCTNCCCCCCNTCTATG        743 
301 galago           CAGTAAAGTTATAGAATAT-CTGAACACCTATG-GCATTCTACCCACCATCTATG        488 
 
Majority             GGATAG 
                     ------ 
                            
                     ------ 
301 human empty site GGATAG                                                         685 
301 orang            GGATAG                                                         642 
301 omk              GGATAG                                                         749 
301 galago           GGATAG                                                         494 
 



 
 
 
L1HS314 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Monday, February 10, 2003 1:09 PM 
 
Majority               -TGGCTAGCAAAAAGGTGGACTTGTTATGTAAATAAATCCCCTTAAGAAGTCAAA 
                       ---------+---------+---------+---------+---------+----- 
                                10        20        30        40        50     
                       ---------+---------+---------+---------+---------+----- 
314 genbank empty site -TGGCTAGCAAAAAGGTGGACTTGTTATGTAAATAAATCCCCTTAAGAAGTCAAA         54 
314 pygmy chimp        TTGGCTAGCAAAAAGGTGGACTTGTTATGTAAATAAATCCCCTTAAGAAGTCAAA         55 
314 omk                -TGGCTAGCAAAAAGGTGGACGTGTTATGTAAATAAA-CCCCTTAAGCAGTCAAA         53 
 
Majority               ATAAAAATGTTTCCTTTTTCCTTTTTTCCTTTTGGTGACCATTTTTCTCTGCCCT 
                       ----+---------+---------+---------+---------+---------+ 
                           60        70        80        90        100       110 
                       ----+---------+---------+---------+---------+---------+ 
314 genbank empty site ATAAAA-TGTTTCCTTTTTCCTTTTTTCCTTTTGGTGACCATTTTTCTCTGCCCT        108 
314 pygmy chimp        ATAAAAATGTTTCCTTTTTCCTTTTTTCCTTTTGGTGACCATTTTTCTCTGCCCT        110 
314 omk                ATAAAAAAAATTTTTTTTC----------------TGACCATTTTTCTCTGCCCT         92 
 
 
 
 
L1HS315 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Monday, February 10, 2003 1:34 PM 
 
Majority               AAGTCCCAATTCCCTAGTCTGTCTTCCTCCTTCTTTCCACTGTTCAGAACCTTCT 
                       ---------+---------+---------+---------+---------+----- 
                                10        20        30        40        50     
                       ---------+---------+---------+---------+---------+----- 
315 genbank empty site AAGTCCCAATTCCCTAGTCTGTCTTCCTCCTTCTTTCCACTGTTCAGAACCTTCT         55 
315 pygmy chimp        AAGTCCCAATTCCCTAGTCTGTCTTCCTCCTTCTTTCCACTGTTCAGAACCTTCT         55 
315 gmk                AAGTCCCAATTCCCTAGTCTGTCTTCCTCCTCCTTTCCACCGTTCAGAACCTTCT         55 
 
Majority               TAGGTTTGTTTTACATATAATATCTAGGGGGTTTAGCTGTG-------------- 
                       ----+---------+---------+---------+---------+---------+ 
                           60        70        80        90        100       110 
                       ----+---------+---------+---------+---------+---------+ 
315 genbank empty site TAGGTTTGTTTTACATATAATATCTAGGGGGTTTAGCTGTG--------------         96 
315 pygmy chimp        TAGGTTTGTTTTACATGTAATATCTAGGGGGTTTAGCTGTG--------------         96 
315 gmk                TAGGTCTGTTTTACATATAATATCTAGGGGGTTTAGCTATAATATCTAAACAGGA        110 
 
Majority               --------TTTAGCAGGAGGAATAGGGAGAAATGGGTGTATTCCATTTGCCTGGA 
                       ---------+---------+---------+---------+---------+----- 
                                120       130       140       150       160    
                       ---------+---------+---------+---------+---------+----- 
315 genbank empty site --------TTTAGCAGGAGGAATAGGGAGAAATGGGTGTATTCCATTTGCCTGGA        143 
315 pygmy chimp        --------TTTAGCAGGAGGAATAGGGAGAAATGGGTGTATTCCATTTGCCTGGA        143 
315 gmk                GATAGATATTTAGCAGGAGGAATAGGGAGAAATGGGAGTATTCCATTTTCCTGGA        165 
 
Majority               ACTGGAATTCCATCTTTGCATTAAAAACTATTTTTT-CTTTTCTCTAACCAGTGC 
                       ----+---------+---------+---------+---------+---------+ 
                           170       180       190       200       210       220 
                       ----+---------+---------+---------+---------+---------+ 
315 genbank empty site ACTGGAATTCCATCTTTGCGTTAAAAACTATTTTTT-CTTTTCTCTAACCAGTGC        197 
315 pygmy chimp        ACTGGAATTCCATCTTTGCATTAAAAACTATTTTTTTCTTTTCTCTAACCAGTGC        198 
315 gmk                ACTGGAAGTCCATCTTTACATTAAAAACTATTTTTT-CTTTTCTCTCACCAGAGC        219 
 
Majority               TTTTCTGACTCTTAAATTAGGGTATTGTGACATGATTCTGTGTC 
                       ---------+---------+---------+---------+---- 
                                230       240       250       260   
                       ---------+---------+---------+---------+---- 
315 genbank empty site TTTTCTGACTCTTAAATTAGGGTATTGTGACATGATTCTGTGTC                   241 
315 pygmy chimp        TTTTCTGACTCTTAAATTAGGGTATTGTGACATGATTCTGTGTC                   242 
315 gmk                TTTTCTGATTCTTAAATGAGGGTATTGTGACATGATTCTGTGTC                   263 
 
 
 
 
 



L1HS337 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Monday, February 10, 2003 2:04 PM 
 
Majority                GGTACAATA-TGAGGCATCACGTAATTAAGCACCAGCATATTTATTTCAAAAAGT 
                        ---------+---------+---------+---------+---------+----- 
                                 10        20        30        40        50     
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site GGTACAATA-TGAGGCATCACGTAATTAAGCACCAGCATATTTATTTCA------         48 
337 human empty site    GGTACAATA-TGAGGCATCACGTAATTAAGCACCAGCATATTTATTTCAAAAAGT         54 
337 chimp               GGTACAATA-TGAGGCATCACGTAATTAAGCACCAGCATATTTATTTCAAAAAGT         54 
337 owl monkey          GGTACAATA-TGAGGCATCACGTAATTAAGCACCAGTGTATTTATTTAAAAAA--         52 
 
Majority                AAGAGCTACAGGAATTTCAAAAAA-GA--AATTTAAGTTCTATAGTAGCACCTAC 
                        ----+---------+---------+---------+---------+---------+ 
                            60        70        80        90        100       110 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site -------------------------------------------------------         48 
337 human empty site    AAGAGCTACAGGAATTTCAAAAAAAGA--AATTTAAGTTCTATAGTAGAACCTAC        107 
337 chimp               AAGAGCTACAGGAATTTCAAAAAA-GA--AATTTAAGTTCTATAGTAGCACCCAC        106 
337 owl monkey          --GAGCTACAGGAGCTTCAAAAAA-GA--AATTCAAGTTCTATAATAGCACCTAT        102 
 
Majority                AAAAAACATAACGGCATGTGCCATAAAAAGCTAA-ATAATAATATTACAACCATC 
                        ---------+---------+---------+---------+---------+----- 
                                 120       130       140       150       160    
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site -------------------------------------------------------         48 
337 human empty site    AAAAAACATAACGGCATGTGCCATAAAAAGCTAA-ATAATAATATTACAACCATC        161 
337 chimp               AAAAA-CATAACGGCATGTGCCATAAAAAGCTAA-ATAATAATATTACAACCATC        159 
337 owl monkey          AAAAAACATAACGACATGT-CCCCAAAAAGCTAA-ATAATGATATTACAGCCATC        155 
 
Majority                TTTGCCAC--TCTCAATTCCTAAGAGGCCCCAAGGAATGA-ATAACTTGGGAATA 
                        ----+---------+---------+---------+---------+---------+ 
                            170       180       190       200       210       220 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site -------------------------------------------------------         48 
337 human empty site    TTTGCCAC--TCTCAATTCCTAAGAGGCCCCAAGGAATGA-ATAACTTGGGAATA        213 
337 chimp               TTTGCCAC--TCTCAATTCCTAAGAGGCCCCAAGGAATGA-ATAACTTGGGAATA        211 
337 owl monkey          TTTGCCACACTCTCAATTCCTAAGAGTCCCCAAGGAATGA-ATAACTTGGGAATA        209 
 
Majority                TGACTTCTGTGATATTAATCTACCATTTCCAATATGCATGCAGAAATATTCTCAG 
                        ---------+---------+---------+---------+---------+----- 
                                 230       240       250       260       270    
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site -------------------------------------------------------         48 
337 human empty site    TGACTTCTGTGATATTAATCTACCATTTCCAATATGCATGCAGAAATATTCTCAG        268 
337 chimp               TGACTTCTGTGATATTAATCTACCATTTCCAATATGCATGCAGAAATATTCTCAG        266 
337 owl monkey          TGACTTCTGTGATATTAACCTACCATTTCCAATATGCATGCAGAAATATTCTCAG        264 
 
Majority                ACATTTTCCTTACCTAGTGTCAGAACCCTCCATGTAGAATAAAA-ACTAAATATT 
                        ----+---------+---------+---------+---------+---------+ 
                            280       290       300       310       320       330 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site -------------------------------------------------------         48 
337 human empty site    ACATTTTCCTTACCTAGTGTCAGAACCCTCCATGTAGAATAAAA-ACTAAATATT        322 
337 chimp               ATATTTTCCTTACCTAGTGTCAGAACCCTCCATGTAGAATAAAA-ACTAAATATT        320 
337 owl monkey          ACACTTTCCTTACCTAGTGTCAGAACCCTCCATGTAGAATAAAA-ACTAAATATT        318 
 
Majority                GGATAGCTGTACA-ACAGCATTATT----AAAATATTCTCCTTTAATATGAAGAG 
                        ---------+---------+---------+---------+---------+----- 
                                 340       350       360       370       380    
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site -------------------------------------------------------         48 
337 human empty site    GGATAGCTGTACA-ACAGCATTATT----AAAATATTCTCCTTTAATATGAAGAG        372 
337 chimp               GGATAGCTGTACA-ACAGCATTATT----AAAATATTCTCCTTTAATATGAAGAG        370 
337 owl monkey          GGAAAACTGTACA-ATGGCATTATT----AAAATACTCCCCTTTAATATGAAAAG        368 
 
Majority                AAGCAGGACTTTGAAGCAGCAATGTTCTACTTTTTAAC-TAGAGAAAAACT---- 
                        ----+---------+---------+---------+---------+---------+ 
                            390       400       410       420       430       440 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site ---------------------------------------------------TAGA         52 
337 human empty site    AAGCAGGACTTTGAAGCAGCAATGGTCTACTTTTTTACCTAGAGAAAAACT----        423 
337 chimp               AAGCAGGACTTTGAAGCAGCAATGTTCTACTTTTTAAC-TAGAGAAAAACT----        420 
337 owl monkey          AAGCAGGATTTTTAAGCAGCAATGTTTTACTTTTTAAC-TAGAGAAAAAC-----        417 



 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 450       460       470       480       490    
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site CCGCTAGCAAGACTAATGAAAAAGAGAGAAGAATCAAATAGACACAATAAAAAAT        107 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            500       510       520       530       540       550 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site GATAAAGGGGATATCACCACCGATCCCACAGAAATACAAACTACCATCAGAGAAT        162 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 560       570       580       590       600    
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site ACTACAAACACCTCTACGCAAATAAACTAGAAAATCTAGAAGAAATGGATACATT        217 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            610       620       630       640       650       660 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site CCTCGACACATACACTCTCCCAAGACTAAACCAGGAAGAAGTTGAATCTCTGAAT        272 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 670       680       690       700       710    
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site AGACCAATAACAGGCTCTGAAATTGTGGCAATAATCAATAGTTTACCAACCAAAA        327 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            720       730       740       750       760       770 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site AGAGTCCAGGACCAGATGGATTCACAGCCGAATTCTACCAGAGGTACAAGGAGGA        382 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 780       790       800       810       820    
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site ACTGGTACCATTCCTTCTGAAACTATTCCAATCAATAGAAAAAGAGGGAATCCTC        437 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            830       840       850       860       870       880 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site TCTAACTCATTTTATGAGGCCAGCATCATTCTGATACCAAAGCCGGGCAGAGACA        492 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 890       900       910       920       930    



                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site CAACCAAAAAAGAGAATTTTAGACGAATATCCTTGATGAACACTGATGCAAAAAT        547 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            940       950       960       970       980       990 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site CCTCAATAAAATACTGGCAAACCGAATCCAGCAGCACATCAAAAAGCTTATCCAC        602 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 1000      1010      1020      1030      1040   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site CATGATCAAGTGGGCTTCATCCCTGGGATGCAAGGCTGGTTCAATATATGCAAAT        657 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            1050      1060      1070      1080      1090      1100 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site CAATAAATGTAATCCAGCATATAAACAGAGCCAAAGACAAAAACCACATGATTAT        712 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 1110      1120      1130      1140      1150   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site CTCAATAGATGCAGAAAAAGCCTTTGACAAAATTCAACAACCCTTCATGCTAAAA        767 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            1160      1170      1180      1190      1200      1210 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site ACTCTCAATTAATTAGGTATTGATGGGACGTATTTCAAAATAATAAGAGCTATCT        822 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 1220      1230      1240      1250      1260   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site ATGACAAACCCACAGCCAATATCATACTGAATGGGCAAAAACTGGAAGCATTCCC        877 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            1270      1280      1290      1300      1310      1320 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site TTTGAAAACTGGCACAAGACAGGGATGCCCTCTCTCACCGCTCCTATTCAACATA        932 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 1330      1340      1350      1360      1370   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site GTGTTGGAAGTTCTGGCCAGCGCAATCAGGCAGGAGAAGGAAATAAAGGGTATTC        987 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 



337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            1380      1390      1400      1410      1420      1430 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site AATTAGGAAAAGAGGAAGTCAAATTGTCCCTGTTTGCAGACGACATGATTGTTTA       1042 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 1440      1450      1460      1470      1480   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site TCTAGAAAACCCCATCGTCTCAGCCCAAAATCTCCTTAAGCTGATAAGCAACTTC       1097 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            1490      1500      1510      1520      1530      1540 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site AGCAAAGTCTCAGGATACAAAATCAATGTACAAAAATCACAAGCATTCTTATACA       1152 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 1550      1560      1570      1580      1590   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site CCAACAACAGACAAACAGAGAGCCAAAGCATGGGTGAACTCCCATTCACAATTGC       1207 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            1600      1610      1620      1630      1640      1650 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site TTCAAAGAGAATAAAATACCTAGGAATCCAACTTACAAGGGATGTGAAGGACCTC       1262 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 1660      1670      1680      1690      1700   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site TTCAAGGAGAACTACAAACCACTGCTCAAGGAAATAAAAGAGGACACAAACAAAT       1317 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            1710      1720      1730      1740      1750      1760 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site GGAAGAACATTCCATGCTCATGGGTAGGAAGAATCAACATCGTGAAAATGGCCAT       1372 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 1770      1780      1790      1800      1810   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site ACTGCCCAAGGTAATTTACAGATTCAATGCCATCCCCATCAAGCTACCAATGACT       1427 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 



                            1820      1830      1840      1850      1860      1870 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site TTCTTCACAGAATTGGAAAAAACTACTTTAAAGTTCATATGGAACCAAAAAAGAG       1482 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 1880      1890      1900      1910      1920   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site CCCGCATCGCCAAGTCAATCCTAAGCCAAAAGAACAAAGCTGGAGGCATCACACT       1537 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            1930      1940      1950      1960      1970      1980 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site ACCTGACTTCAAACTATACTACAAGGCTACAGTAACCAAAACAGCATGGTACTGG       1592 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 1990      2000      2010      2020      2030   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site TACCAAAACAGAGATATAGATTAATGGAACAGAACAGAGCCCTCAGAAATAATGC       1647 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            2040      2050      2060      2070      2080      2090 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site CACATATCTACAACTATCTGATCTTTGACAAACCTGAGAAAAACAAGCAATGGGG       1702 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 2100      2110      2120      2130      2140   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site AAAGGATTCCCTATTTAATAAATGGTGCTGGGAAAACTGGCTAGCCATATGTAGA       1757 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            2150      2160      2170      2180      2190      2200 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site AAGCTGAAACTGGATCCCTTCCTTACACCTTATACAAAAATCAATTCAAGATGGA       1812 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 2210      2220      2230      2240      2250   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site TTAAAGATTTAAACGTTAGACCTAAAACCATAAAAACCCTAGAAGAAAACCTAGG       1867 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            2260      2270      2280      2290      2300      2310 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site CATTACCATTGAGGACATAGGCGTGGGCAAGGACTTCATGTCCAAAACACCAAAA       1922 
337 human empty site    -------------------------------------------------------        423 



337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 2320      2330      2340      2350      2360   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site GCAATGGCAACAAAAGCCAAAATTGACAAATGGGATCTAATTAAACTAAAGAGCT       1977 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            2370      2380      2390      2400      2410      2420 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site TCTGCACAGCAAAAGAAACTACCATCAGAGTGAACAGGCAACCTACAACATGGGA       2032 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 2430      2440      2450      2460      2470   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site GAAAATTTTCGCAACCTACTCATCTGACAAAGGGCTAATATCCAGAATCTACAAT       2087 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            2480      2490      2500      2510      2520      2530 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site GAACTCAAACAAATTTACAAGAAAAAAACAAACAACCCCATCAAAAAGTGGGCAA       2142 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 2540      2550      2560      2570      2580   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site AGGACATGAACAGACACTTCTCAAAAGAAGACATTTATGCAGCCAAAAAACACAT       2197 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            2590      2600      2610      2620      2630      2640 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site GAAGAAATGCTCATCATCACTGGCCATCAGAGAAATGCAAATCAAAACCACTATG       2252 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 2650      2660      2670      2680      2690   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site AGATATCATCTCACACCAGTTAGAATGGCCATCATTAAAAAGTCAGGAAACAACA       2307 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            2700      2710      2720      2730      2740      2750 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site GGTGCTGGAGAGGATGTGGAGAAATAGGAACACTTTTACACTGTTGGTGGGACTG       2362 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 



                        ---------+---------+---------+---------+---------+----- 
                                 2760      2770      2780      2790      2800   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site TAAACTAGTTCAACCATTGTGGAAGTCAGTGTGGCGATTCCTCAGGGATCTAGAA       2417 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            2810      2820      2830      2840      2850      2860 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site CTGGAAATACCATTTGACCCAGCCATCCCATTACTGGGTATATACCCAAAGGACT       2472 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 2870      2880      2890      2900      2910   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site ATAAATCATGCTGCTATAAAGACACATGCACACGTATGTTTATTGCGGCACTATT       2527 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            2920      2930      2940      2950      2960      2970 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site CACAATAGCAAAGACTTGGAACCAACCCAAATGTCCAACAATGATAGACTGGATT       2582 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 2980      2990      3000      3010      3020   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site AAGAAAATGTGGCACATATACACCATGGA----ATACTAT-GCAGCCATAAAAAA       2632 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            3030      3040      3050      3060      3070      3080 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site TGATGAGTTCATATCCTTTGTAGGGACATGGATGAAATTGGAAACCATCATTCTC       2687 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 3090      3100      3110      3120      3130   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site AGTAAACTATCACAAGAACAAAAAACCAAACACTGC-ATATTCTCACTCATAGGT       2741 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            3140      3150      3160      3170      3180      3190 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site GGGAATTGAACAATGAGATCACATGGACACAGGAAGGGGAATATCACACTCTGGG       2796 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 3200      3210      3220      3230      3240   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site GACTGTGGTGGGGTCGGGGGAGGGGGGATGGATAGCATTGGGAGATATACCTAAT       2851 



337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            3250      3260      3270      3280      3290      3300 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site GCTAGATGACACATTAGTGGGTGCAGCGCCAGGCATGGCACATGTATACATATGT       2906 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 3310      3320      3330      3340      3350   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site AACTAACCTGCACAATGTGCACATGTACCCTAAAACTTAG-AGTATAATAAAAAA       2960 
337 human empty site    -------------------------------------------------------        423 
337 chimp               -------------------------------------------------------        420 
337 owl monkey          -------------------------------------------------------        417 
 
Majority                ---------------------------------TAAATAAATCTTGAAGCAAGCA 
                        ----+---------+---------+---------+---------+---------+ 
                            3360      3370      3380      3390      3400      3410 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site ATAAAAATAAAAAAAATAAA-TAAATAAATAAATAAATAAATCTTGAAGCAAGCA       3014 
337 human empty site    ---------------------------------TAAATAAATCTTGAAGCAAGCA        445 
337 chimp               ---------------------------------TAAATAAATCTTGAAGCAAGCA        442 
337 owl monkey          ----------------------------------AAATACATCTTGAAGCAAGAA        438 
 
Majority                AGGATCAAATAATTTGGGCTCTAGTTTTCACATTACAATTTTGCCATTCCAAGAT 
                        ---------+---------+---------+---------+---------+----- 
                                 3420      3430      3440      3450      3460   
                        ---------+---------+---------+---------+---------+----- 
337 genbank filled site AGGATCAAATAATTTGGGCTCTAGTTTTCACATTACAATTTTGCCATTCCAAGAT       3069 
337 human empty site    AGGATCAAATAATTTGGGCTCTAGTTTTCACATTACAATTTTGCCATTCCAAGAT        500 
337 chimp               AGGAACAAATAACTTGGGCTCTAGTTTCCACATTACAATTTTGCCATTCCAAGAT        497 
337 owl monkey          AGGATCAAAGAATTTGGGTTCTAGCTTCCACATTACAACTTTGCCATTCCAAGAC        493 
 
Majority                GATAGTTTCTTAGAATCTAACAGTTTTTAGCCAGACAAGGACTTAGTATATATTC 
                        ----+---------+---------+---------+---------+---------+ 
                            3470      3480      3490      3500      3510      3520 
                        ----+---------+---------+---------+---------+---------+ 
337 genbank filled site GATAGTTTCTTAGAATCTAACAGTTTTTAGCCAGACAAGGACTTAGTATATATTC       3124 
337 human empty site    GATAGTTTCTTAGAATCTAACAGTTTTTAGCCAGACAAGGACTTAGTATATATTC        555 
337 chimp               GATAGTTTCTTAGAATCTAACAGTTTTTAGCCAGACAAGGACTTAGTATATATTC        552 
337 owl monkey          AATAGTGTCTTAGAATCTAACAATTTTTAGCTAGACAAGGACTTAGTATATACCC        548 
 
Majority                TGTAGTCTAACTGAAATATTTTAGATCAGCAAAGCTATAAAGGATGCTAC 
                        ---------+---------+---------+---------+---------+ 
                                 3530      3540      3550      3560      3570 
                        ---------+---------+---------+---------+---------+ 
337 genbank filled site TGTAGTCTAACTGAAATATTTTAGATCAGCAAAGCTATAAAGGATGCTAC            3174 
337 human empty site    TGTAGTCTAACTGAAATATTTTAGATCAGCAAAGCTATAAAGGATGCTAC             605 
337 chimp               TGTAGTCTAACTGAAATATTTTAGATCAGCAAAGCTATAAAGGATGCTAC             602 
337 owl monkey          TGNAGTCTA-TTGAAATATTTCAGATCAGCAAAGCTATAANGGATGCTAC             597 
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Majority               GAAATGGGAAGAGGAGTTGACAATATGTCATTTTTTTTTT-----AGAAA 
                       ---------+---------+---------+---------+---------+ 
                                10        20        30        40        50 
                       ---------+---------+---------+---------+---------+ 
348 genbank empty site GAAATGGGAAGAGGAGTTGACAATATGTCATTTTTTTTTT-----AGAAA         45 
348 chimp              GAAATGGGAAGAGGAGTTGACAATATGTCATTTTTTTTTT------GAAA         44 
348 gorilla            GAAATGGGAAGAGGAGTTGACAATATGTCATTTTTTTTTTTTTTTAGAAA         50 
348 gmk                GAAATGGGAAGAGGAGTTGACAATATGTCAGTTTTTTTTT-----AGAAA         45 
 
Majority               TGACAATATGTCATTT----TTTAGTTGACAATATGTCATTTTTTTCTCT 



                       ---------+---------+---------+---------+---------+ 
                                60        70        80        90        100 
                       ---------+---------+---------+---------+---------+ 
348 genbank empty site TGACAATATGTCATTTTTTTTTTAGTTGACAATATGTCATTTTTTTCTCT         95 
348 chimp              TGACAATATGTCATTT--------------------------TTTTCTCT         68 
348 gorilla            TGACAATATGTCATTT----TTTAGTTGACAATATGTCATTTTTTTCTCT         96 
348 gmk                G-------------------------------------------------         46 
 
Majority               TCAATACATTAAGAGAATCTTATCAATAAATAAGTAAAATCAACCTTTCT 
                       ---------+---------+---------+---------+---------+ 
                                110       120       130       140       150 
                       ---------+---------+---------+---------+---------+ 
348 genbank empty site TCAATACATTAAGAGAATCTTATCAATAAATAAGTAAAATCAACCTTTCT        145 
348 chimp              TCAATACATTAAGAGAATCTTATCAATAAATAAGTAAAATCAACCTTTCT        118 
348 gorilla            TCAATACATTAAGAGAATCTTATCAATAAATAAGTAAAATCAACCTTTCT        146 
348 gmk                TCAATACATTAAGAGAATCTTATCAATA----AGTAAAATCAGCCTTTCT         92 
 
Majority               CTAAATATATCTGTTTTTACCAGATATATTGAGTTCAGCAATAACATGAG 
                       ---------+---------+---------+---------+---------+ 
                                160       170       180       190       200 
                       ---------+---------+---------+---------+---------+ 
348 genbank empty site CTAAATATATCTGTTTTTACCAGATATATTGAGTTCAGCAATAACATGAG        195 
348 chimp              CTAAATATATCTGTTTTTACCAGATATATTGAGTTCAGCAATAACATGAG        168 
348 gorilla            CTAAATATATCTGCTTTTACCAGATATATTGAGTTCAGCAATAACATGAG        196 
348 gmk                CTAAACATATCTGTTTTTACCAGATATATTGAGTTCAGCCATAACATGAG        142 
 
Majority               AATCCAAACTATTCCAATGATTTGATTGTTTATCTCTGTCTCTTTCACAT 
                       ---------+---------+---------+---------+---------+ 
                                210       220       230       240       250 
                       ---------+---------+---------+---------+---------+ 
348 genbank empty site AATCCAAACTATTCCAATGATTTGATTGTTTATCTCTGTCTCTTTCACAT        245 
348 chimp              AATCCAAACTATTCCAATGATTTGATTGTTTATCTCTGTCTCTTTCACAT        218 
348 gorilla            AATCCAAACTATTCCAATGATTTGATTGTTTATCTCTGTCTCTTTCACAT        246 
348 gmk                AATT-AAACTATTCTGATAATTTGATTGTTTATCTCTGTCTCTTTCATAT        191 
 
Majority               GCACATTTATCTCATTACACACACACAAGAAGAAAGAAAGCTATATCATA 
                       ---------+---------+---------+---------+---------+ 
                                260       270       280       290       300 
                       ---------+---------+---------+---------+---------+ 
348 genbank empty site GCACATTTATCTCATTACACACACACAAGAAGAAAGAAAGCTATATCATA        295 
348 chimp              GCACATTTATCTCATTACACACACACAAGAAGAAAGAAAGCTATATCATA        268 
348 gorilla            GCACATTTATCTCATTACACACACACAAGAAGAAAGAAAGCTATATCATA        296 
348 gmk                GCACATTTATCTCACTACAAACACACAA--AGAAAGAAAGCTATATCATA        239 
 
Majority               TTATATAATGAGGAAAGTTAACACAGAAACATAATAAACAGAAGACTGGT 
                       ---------+---------+---------+---------+---------+ 
                                310       320       330       340       350 
                       ---------+---------+---------+---------+---------+ 
348 genbank empty site TTATATAATGAGGAAAGTTAACACAGAAACATAATAAACAGAAGACTTGT        345 
348 chimp              TTATATAATGAGGAAAGTTAACACAGAAACATAATAAACAGAAGACTGGT        318 
348 gorilla            TTATATAATGATGAAAGTTAACACAGAAACATAATAAAC--AAGACTGGT        344 
348 gmk                TTTTATAATGAGGAAAGTTAACACAGAAACATAATAAATAGAAGACTGGT        289 
 
Majority               GTGAAGATTTGTAAAAATCACACATATGACAAACACTTAAAAGTATATAA 
                       ---------+---------+---------+---------+---------+ 
                                360       370       380       390       400 
                       ---------+---------+---------+---------+---------+ 
348 genbank empty site GTGAAGATTTGTAAAAATCACACATATGACAAACACTTAAAAGTATATAA        395 
348 chimp              GTGAAGATTTGTGAAAATCACACATATGACAAACACTTAAAAGTATATAA        368 
348 gorilla            GTGAAGATTTGTAAAAATCACACATATGACAAACACTTAAAAGTATATAA        394 
348 gmk                GTGAAGACTTGTAAAAAGCACACCTATGACAAACACTTAAA-GTATATAA        338 
 
Majority               TTCAGAGTAAAAATATGTAAGGGTATAAGAAATAACATGAAGAACTTGAA 
                       ---------+---------+---------+---------+---------+ 
                                410       420       430       440       450 
                       ---------+---------+---------+---------+---------+ 
348 genbank empty site TTCAGAGTAAAAATATGTAAGGGTATAAGAAATAACATGAAGAACTTGAA        445 
348 chimp              TTCAGAGTAAAAATATGTAAGGGTATAAGAAATAACATGAAGAACTTGAA        418 
348 gorilla            TTCAGAGTAAAAATATGTAAGGGTATAAGAAATAACANGAAGAACTNGAA        444 
348 gmk                TTCAGAGTAAAAATATGTAAGGGTATAAGAAATAACATGAAGAACTTGAA        388 
 
Majority               AGTATGCTGCAACCTTAAAAAAATGTCTTTGACAGGTCTATAAGAACAAA 
                       ---------+---------+---------+---------+---------+ 
                                460       470       480       490       500 
                       ---------+---------+---------+---------+---------+ 
348 genbank empty site AGTATGCTACAACCTTAAAAAA-TGTCTTTGACAGGTCTATAAGAACAAA        494 



348 chimp              AGTATGCTACAAGCTTAAAAAAATGTCTTTGACAGTTCTATAAGAACAAA        468 
348 gorilla            AGTACGCTGCAACCTTAAAAAAATGTCTTNGACAGGTCTATAAGAACAAA        494 
348 gmk                ATTATGCTGCAACCTTAAAAAAATGTCTTTGACAGGTCTATAAGAACAAA        438 
 
Majority               ATTGCGACATCAGCTGAGATAAAAATAGG 
                       ---------+---------+--------- 
                                510       520        
                       ---------+---------+--------- 
348 genbank empty site ATTGCGACATCAGCTGAGATAAAAATAGG                             523 
348 chimp              ATTGCGACATCAGCTGAGATAAAAATAGG                             497 
348 gorilla            ATTGCGACATCAGCNGAGATAAAAATAGG                             523 
348 gmk                ATTGCGACATCAGCTGAGATAAAAATAGG                             467 
 
 
 
 
L1HS361 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Monday, February 10, 2003 4:49 PM 
 
Majority               AGCCCA-TTAGATATATGTGGCTGTGACTCXCAATACTCAAGGATACCTCTAAGT 
                       ---------+---------+---------+---------+---------+----- 
                                10        20        30        40        50     
                       ---------+---------+---------+---------+---------+----- 
361 genbank empty site AGCCCA-TTAGATATATGTGGCTGTGACTCAGAATACTCAAG-------------         41 
361 chimp              AGCCCA-TTAGATATATGTGGCTGTGACTCAGAATACTCAAG-------------         41 
361 gmk                AGCCCACTTAGATATATGTGGCTGTGACTCNCNATACTCAAGGATACCTCTAAGT         55 
361 rhesus macaque     AGCCCN-TTAGATATATGTGGCTGTGACTCNCNATACTCNAGGGTACCTCTAAGT         54 
361 macaque            AGCCCN-TTAGATATATGTGGCTGTGACTCNCAATACTCAAGGATACTTCTAAGT         54 
 
Majority               TCXAATGGGCTATGAAATTAAGTC-TTGTACXGTATATTTTTGTAAATGAAA--- 
                       ----+---------+---------+---------+---------+---------+ 
                           60        70        80        90        100       110 
                       ----+---------+---------+---------+---------+---------+ 
361 genbank empty site -------------------------------------------------------         41 
361 chimp              -------------------------------------------------------         41 
361 gmk                TCNAATGGGCTATGAAATTAAGTCCTTGTACNGTATATTTTTATAAATGAAAGAA        110 
361 rhesus macaque     TCNAATGGGCTATGAAATTAAGTC-TTGTACAGTATATTTTTGTAAATGAAAGAA        108 
361 macaque            TCNAATGGGCTATGAAATTAAGTC-TTGTACNGTATATTTTTGTAAATGAAA---        105 
 
Majority               -GTAAAAAAATCAGTGTATTGCACTTAGTAAGGATAAGTGTTGTTTTGTGACTAT 
                       ---------+---------+---------+---------+---------+----- 
                                120       130       140       150       160    
                       ---------+---------+---------+---------+---------+----- 
361 genbank empty site -------------------------------------------------------         41 
361 chimp              -------------------------------------------------------         41 
361 gmk                AGTAAAAAAATCAGTGTATTGCNCTTAGTAAGGATAAGTGTTGTTTTGTGACTAT        165 
361 rhesus macaque     AGTAAAAAAATCAGTGTATTGCACTTAGTAAGGATAAGTGTTGTTTTGTGACTAT        163 
361 macaque            -GTAAAAAAATCNGTGTATTGCACTTAGTAAGGATAAGTGTTGTTTTGTGACTAT        159 
 
Majority               TTTAGTTATATATGTAAATGTGGTCTGATTTTCTGATGACTGACCXGTAAAGAAT 
                       ----+---------+---------+---------+---------+---------+ 
                           170       180       190       200       210       220 
                       ----+---------+---------+---------+---------+---------+ 
361 genbank empty site -------------------------------------------------------         41 
361 chimp              -------------------------------------------------------         41 
361 gmk                TTTAGTTATATATGTAAATGTGGTCTGATTTTCTGATGACTGACCNGTAAAGAAT        220 
361 rhesus macaque     TTTAGTTATATATGTAAATGTGGTCTGATTTTCTGATGACTGACCAGTAAAGAAT        218 
361 macaque            TTTAGTTATATATGTAAATGTGGTCTGATTTTCTGATGACTGACCNGTAAAGAAT        214 
 
Majority               GTCTCTATTTGGCATTCTTC-ACTCAGGACAGATCTGTGTTTTACTCXGTTATTT 
                       ---------+---------+---------+---------+---------+----- 
                                230       240       250       260       270    
                       ---------+---------+---------+---------+---------+----- 
361 genbank empty site -------------------------------------------------------         41 
361 chimp              -------------------------------------------------------         41 
361 gmk                GTCTCTATTTGGNATTCTTCCACTCAGGACAGATCTGTGTTTTACTCNGTTATTT        275 
361 rhesus macaque     GTCTCTATTTGGCATTCTTCNACTCAGGACAGATCTGTGTTTTACTCAGTTATTT        273 
361 macaque            GTCTCTATTTGGCATTCTTCAACTCAGGACAGATCTGTGTTTTACTCNGTTATTT        269 
 
Majority               TAGTTCAGTTTAGTTGAGTATTAGTTTAGTCAG-CTAAGGTAGCAG-TATGAAGC 
                       ----+---------+---------+---------+---------+---------+ 
                           280       290       300       310       320       330 
                       ----+---------+---------+---------+---------+---------+ 
361 genbank empty site -------------------------------------------------------         41 



361 chimp              -------------------------------------------------------         41 
361 gmk                TAGTTCNGTTTAGTTGAGTATTAGTTTAGTCNC-CTAAGGTAGCAG-TATGAAGC        328 
361 rhesus macaque     TAGTTCAGTTTAGTTGAGTATTAGTTTAGTCAG-CTAAGGTAGCAG-TATGAAGC        326 
361 macaque            TAGNTCAGTTTAGTTGAGTATTAGTTTAGTCAGGCTAAGGTAGCCGCTATNAAGC        324 
 
Majority               TC-ATGG--TTTGTAAAAACTGGC-TAAAACTGATTCCTT--CCGC-TTTAGGCA 
                       ---------+---------+---------+---------+---------+----- 
                                340       350       360       370       380    
                       ---------+---------+---------+---------+---------+----- 
361 genbank empty site -------------------------------------------------------         41 
361 chimp              -------------------------------------------------------         41 
361 gmk                TC-ATGGC-TTTGTAAAAACTGGC-TAAAACTGATTCCTT--CCGCCTTTAGGNC        378 
361 rhesus macaque     TC-ATGGNCTTTGTAAAAACTGGCCTAAAACTGATTCTTT--CAGC-TTTAGGCA        377 
361 macaque            TCCATGGGCTTTGNAAAAACTGCC-TAAAACNGATTTCTTTCCCGCTTTTAGGCA        378 
 
Majority               GGAGAATTGCTG---AGGACT-TTTGAGCC-TTGG--TAGCCTGACAGGA---CA 
                       ----+---------+---------+---------+---------+---------+ 
                           390       400       410       420       430       440 
                       ----+---------+---------+---------+---------+---------+ 
361 genbank empty site -------------------------------------------------------         41 
361 chimp              -------------------------------------------------------         41 
361 gmk                NGAGAATTGCTG---AGGACTCTTTGAGCCCTTGG--TAGCCTGACAGGA---CA        425 
361 rhesus macaque     GGAGAATTGCTG---AGGACT-TTTGAGCC-TTGC--TAGCCTGACAGGA---CA        422 
361 macaque            GGGGNAATGGCNTGANGGACCTTTTGAGNCCCNGGCTTAGCCGGACCGGGACCCA        433 
 
Majority               CCC-TTAA-TAGC------GGGGCCCCTG-AGC--AGTCACTTAA---CCCTTTT 
                       ---------+---------+---------+---------+---------+----- 
                                450       460       470       480       490    
                       ---------+---------+---------+---------+---------+----- 
361 genbank empty site -------------------------------------------------------         41 
361 chimp              -------------------------------------------------------         41 
361 gmk                CCCNTTANNTAGCA-----GGGGCCCNTG-AGCCAAGTCACTTAN---CCCTTTT        471 
361 rhesus macaque     ACCATTAACTAGCG-----NGGGGCCCTG-AGC--AGTCACTTAA---CCCTTTT        466 
361 macaque            CCCCTTNAACNNCNCGGGGGGGGCCCCTGGNGNAAGGCCCCCTAAANCCCTTTTT        488 
 
Majority               ATG-TCT--AATCCCCCC------ATATATGGG-A-AAATTTTC--AATACC--A 
                       ----+---------+---------+---------+---------+---------+ 
                           500       510       520       530       540       550 
                       ----+---------+---------+---------+---------+---------+ 
361 genbank empty site -------------------------------------------------------         41 
361 chimp              -------------------------------------------------------         41 
361 gmk                ATGTTCT--AATCTCCAC------ATATATATGTAGAAATTTTC--AATACC--A        514 
361 rhesus macaque     ATGNTCT--AATCCCCCC------ATATATGGGGGAAAATTTTC--CATACCC-A        510 
361 macaque            AGGCTNCCAAACCCCCCCCCCAAANTTTCCGGNNACAAANTTTCCCAACNCCCAN        543 
 
Majority               AAATAGGGTC-CT-GGG----TCA-ACCCCTAAGAAAAAGG-G-----CCAG-GG 
                       ---------+---------+---------+---------+---------+----- 
                                560       570       580       590       600    
                       ---------+---------+---------+---------+---------+----- 
361 genbank empty site -------------------------------------------------------         41 
361 chimp              -------------------------------------------------------         41 
361 gmk                AAATAGAGTCACTTGTG----TCA-AATCCTAAGAAAACGGAG-----CCAGGAG        559 
361 rhesus macaque     AAATANGGTCNCT-GGG----TCA-ACCCNTAAGAAAAANGGGAC---CCAGAGG        556 
361 macaque            AAACTGGGGCCCTCNGGGGGCCCACACCNCCACNNAAAAGGNGACCCCCNAANGC        598 
 
Majority               CCCA-GAAGAAAGAGTCCTCACGC-ACATATCCCCG-TAAC-GGACTTATCAAAA 
                       ----+---------+---------+---------+---------+---------+ 
                           610       620       630       640       650       660 
                       ----+---------+---------+---------+---------+---------+ 
361 genbank empty site -------------------------------------------------------         41 
361 chimp              -------------------------------------------------------         41 
361 gmk                GCCATGAGGAAAGAGTCCTCACGC-ACATATCCCTG-TAACAGGACTTATCAAAA        612 
361 rhesus macaque     CCCANGAAGAAAGAGTCCTCATGCCACATATCCCCGGTAACNGGACTTATCAAAA        611 
361 macaque            CCCCCNCAAAAANAAGCCNCTCNGCNCCTACNCCCNNNNNACGGGNCCNTCNNAA        653 
 
Majority               GAACT-----GC-GCATGTATGCCTATGACAGAAAXGATGCCAG-AAC---TCCT 
                       ---------+---------+---------+---------+---------+----- 
                                670       680       690       700       710    
                       ---------+---------+---------+---------+---------+----- 
361 genbank empty site -------------------------------------------------------         41 
361 chimp              -------------------------------------------------------         41 
361 gmk                GAACTT----GCTGCATGTATGCCTATGACAGAAATGATGCCAGCAAC---TCCT        660 
361 rhesus macaque     GAACTN----GCNGCATGTATGCCTATGACAGAAANGATGCCAGGAAC---TCCT        659 
361 macaque            CAANCCCCCCGNCNCCTNNCCCCCNTCACNAAAANNNAGNCCCGNGNCACCCCCC        708 
 
Majority               CAAAAGCACAGCATTCCAGATAAGCTTCTXX--CAC-AGGACATTTGTCCAAAAA 



                       ----+---------+---------+---------+---------+---------+ 
                           720       730       740       750       760       770 
                       ----+---------+---------+---------+---------+---------+ 
361 genbank empty site -------------------------------------------------------         41 
361 chimp              -------------------------------------------------------         41 
361 gmk                CAAAAGCACAGCATTCCAGATAAGCTTCTTG--CACGAGGACATTTGTCCAAAAA        713 
361 rhesus macaque     CAAAAGCACAGCATTCCAGATAAGCTTCTNN--CACAAGGACATTNGTCCAAAAA        712 
361 macaque            NANACCCACCNNNNCTNCNNAAAACTTCTNNGCCCCCGNAATTCNTCNCCAAANN        763 
 
Majority               CAGCTACCTCCACCAA-GAGCTAATGC--ACCCC--CAACAAGTCCCTGTAACCA 
                       ---------+---------+---------+---------+---------+----- 
                                780       790       800       810       820    
                       ---------+---------+---------+---------+---------+----- 
361 genbank empty site -------------------------------------------------------         41 
361 chimp              -------------------------------------------------------         41 
361 gmk                CAGCTACCTCCACCAATGAGCTAATGCCAACCCCTGCAACAAGTCCCTGTAACCA        768 
361 rhesus macaque     CAGCTACCTCCACCAANGAGCTAATGCCAACCCCNNCAACAAGTCCCNGTAACCA        767 
361 macaque            CAACCCCTTCCCCCACCNNTNNNGCGC--ACCCCC-CNCCAAAACCCTNNNNCNA        815 
 
Majority               ATGGCC----GTTTCAAAATGGCTTACATTAATTTCTCCTTTTTATGTTTAAAAG 
                       ----+---------+---------+---------+---------+---------+ 
                           830       840       850       860       870       880 
                       ----+---------+---------+---------+---------+---------+ 
361 genbank empty site ---------------AAAATGGCTTACATGAATTTCTCCTTTTTATCTTTAAAAG         81 
361 chimp              ---------------AAAATGGCTTACATGAATTTCTCCTTTTTATCTTTAAAAG         81 
361 gmk                ATGGCC-TTTGTTTCAAAATGGCTTACATTAATTTCTCCTTTTTATGTTTAAAAG        822 
361 rhesus macaque     ATGGCCCTTNGTTTCAAAANGGCTTACATTAATTTCTCCTTTTTAGGGTAAAAGG        822 
361 macaque            ANGNGT---CNCTTTNNNANGGGCNACNNNN-TNNCCCCCTTCTGGGN---AANA        863 
 
Majority               CTTCCCCCTTTCCCCAGCCCCTCTGGATGTGTCCATGGTTCACCATAGCATGCTT 
                       ---------+---------+---------+---------+---------+----- 
                                890       900       910       920       930    
                       ---------+---------+---------+---------+---------+----- 
361 genbank empty site CTTCCCCCTTTCCCCAACCCCTTTGGATGTGTCTATGGTTCACCATAGCATGCAT        136 
361 chimp              CTTCCCCCTTTCCCCAACCCCTTTGGATGTGTCTATGGTTCACCATAGCATGCAT        136 
361 gmk                CTTCCCCCTTTCCCCAGCCCCTCTGGATGTGTCCATGGTTCACCATAGCAGGATT        877 
361 rhesus macaque     CTTCCCCCTTTCCCCAGCCCCTCNGGAGGNGTCCANGGTTCACCATANCAGGATN        877 
361 macaque            CCCCNCCCCTCCCCC-----CCCCGGGGGCNCNCGCCNCCCAGNANC                905 
 
Majority               ATGTCCCAGATTGCAATCCCTTGCTATTCCTGAATAAACTTCTTTTTGGAAAGTC 
                       ----+---------+---------+---------+---------+---------+ 
                           940       950       960       970       980       990 
                       ----+---------+---------+---------+---------+---------+ 
361 genbank empty site ATGTCCCAGATTGCAATCCCTTGCTATTCCTGAATAAACTTCTTTTTGGAAAGTC        191 
361 chimp              ATGTCCCAGATTGCAATCCCTTGCTATTCCTTAATAAACTTCTTTTTGGAAAGTC        191 
361 gmk                ------------GCAATCCCTTGCTACTCCTGAATAAACTCCTTTTTGGAAAGTC        920 
361 rhesus macaque     ------------NCAATCCCTNGCTATTCCNGAATAAACTCCTTTTGGGAAAGTC        920 
361 macaque                                                                           905 
 
Majority               TGTCTCTGTTGTTATTTTAGGTTGACATATAAAACTAGTGACTTCTTCCTACTTT 
                       ---------+---------+---------+---------+---------+----- 
                                1000      1010      1020      1030      1040   
                       ---------+---------+---------+---------+---------+----- 
361 genbank empty site TGTCTCTGCTGTTATTTTAGGTTGACATATAAAACTAGTGACTTCTTCCTACTTT        246 
361 chimp              TGTCTCTGCTGTTATTTTAGGTTGACATATAAAACTAGTGACTTCTTCCTACTTT        246 
361 gmk                TGTCTCTCTTGTTATTTTAGGTTGACATATAAAACTAGTGACTTCTTCCTACTTT        975 
361 rhesus macaque     NGTCTCNGTNGTTATTTTAGGTNGACATATAAAACTAGNGACTTCTTCTTACTTT        975 
361 macaque                                                                           905 
 
Majority               ATGAACAATGTGTTGGGGGTGACCAATATAAAAAG 
                       ----+---------+---------+---------+ 
                           1050      1060      1070      1080 
                       ----+---------+---------+---------+ 
361 genbank empty site ATAAACAATGTGTTGGGGGTGACCAATATAAAAAG                            281 
361 chimp              ATAAACAATGTGTTGGGGGTGACCAATATAAAAAG                            281 
361 gmk                ATGAACAATGTGTTGGGGGTGACCAATATAAAAAG                           1010 
361 rhesus macaque     ANGAACAANGNGTGGGGGGNGACCAATATAAAAAG                           1010 
361 macaque                                                                           905 
 
 
 
 
L1HS363 alignment 
 
Alignment Report of 'Untitled' -  ClustalV (Weighted) : Tuesday, February 11, 2003 11:51 AM 



 
Majority                GTTAGACAGCGACATGCACAGCCCAGGTCCCCTCAAGGGCAGATATATCCTCTTA 
                        ---------+---------+---------+---------+---------+----- 
                                 10        20        30        40        50     
                        ---------+---------+---------+---------+---------+----- 
363 human filled site   GTTAGACAGCGACATGCACAGCCCAGGTCCCCGCAAGGGCAGATATATCCTCTTA         55 
363 gen bank empty site GTTAGACAGCGACATGCACAGCCCAGGTCCCCGCAAGGGCAGATATATCCTCTTA         55 
363 chimp               GTTAGACAGCGACATGCACAGCCCAGGTCCCCTCAAGGGCAGATATATCCTCTTA         55 
363 galago              GTTAGACAGCGACATGCACAGCTTAGGCCCTCTTCAGGATGAACATATGTCCTTA         55 
 
Majority                GTTTCCTCTTGTTCGTGATGGTTTCTTGGTCTTTCCTTGTGTCTCATGATCTTGA 
                        ----+---------+---------+---------+---------+---------+ 
                            60        70        80        90        100       110 
                        ----+---------+---------+---------+---------+---------+ 
363 human filled site   GTTTCCTCTTGTTCGTGATGGTTTCTTGGTCTTTCCTTGTGTCTCATGATCTTGA        110 
363 gen bank empty site GTTTCCTCTTGTTCGTGATGGTTTCTTGGTCTTTCCTTGTGTCTCATGATCTTGA        110 
363 chimp               GTTTCCTCTTGTTCGTGATGGTTTCTTGGTCTTTTCTTGTGTCTCATGATCTTGA        110 
363 galago              GTTTCCTCTTGTTTGTGATGGTTTTTCAGTCAGTCTTCGTGTATCATGACTTTGA        110 
 
Majority                CAC---------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 120       130       140       150       160    
                        ---------+---------+---------+---------+---------+----- 
363 human filled site   CAC----------------------------------------------------        113 
363 gen bank empty site CAC----------------------------------------------------        113 
363 chimp               CAC----------------------------------------------------        113 
363 galago              CATGCTTGAAGAATAATGGTTGGGTTTCTTTTTTTTTTTGAGACAGAGCCTCAAG        165 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            170       180       190       200       210       220 
                        ----+---------+---------+---------+---------+---------+ 
363 human filled site   -------------------------------------------------------        113 
363 gen bank empty site -------------------------------------------------------        113 
363 chimp               -------------------------------------------------------        113 
363 galago              CTGTCCCCCTGGGTAGAGTGCCGTGGCTTACAGCTCACAGCAACCTCCAATTCCT        220 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 230       240       250       260       270    
                        ---------+---------+---------+---------+---------+----- 
363 human filled site   -------------------------------------------------------        113 
363 gen bank empty site -------------------------------------------------------        113 
363 chimp               -------------------------------------------------------        113 
363 galago              GGGCTCAAGCGAGTCTCTTGCCTCCGCCTCCCAAGTAGCTGGGACCACAGGCGCC        275 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            280       290       300       310       320       330 
                        ----+---------+---------+---------+---------+---------+ 
363 human filled site   -------------------------------------------------------        113 
363 gen bank empty site -------------------------------------------------------        113 
363 chimp               -------------------------------------------------------        113 
363 galago              CGCCACAACCCCCGGCTATTTTTTGGTTGCAGCTGTCATTGTTGTTTGGCGGGTC        330 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 340       350       360       370       380    
                        ---------+---------+---------+---------+---------+----- 
363 human filled site   -------------------------------------------------------        113 
363 gen bank empty site -------------------------------------------------------        113 
363 chimp               -------------------------------------------------------        113 
363 galago              CGGGCTGGGGATTCGAACCCGCCACCTTAGGTGTACGTGGCTGGCGCCTTAGCCA        385 
 
Majority                ------------------------TTTTGAAGGGTACTGATTGGGTATCTTGAAG 
                        ----+---------+---------+---------+---------+---------+ 
                            390       400       410       420       430       440 
                        ----+---------+---------+---------+---------+---------+ 
363 human filled site   ------------------------TTTTGAAGGGTACTGATTGGGTATCTTGAAG        144 
363 gen bank empty site ------------------------TTTTGAAGGGTACTGATTGGGTATCTTGAAG        144 
363 chimp               ------------------------TTTTGAAGGGTACTGATTGGGTATCTTGAAG        144 
363 galago              GTTGAGCTATAGGCGCTGAGCCAA-------------TGGTTGGGTTTCTTGAAG        427 
 
Majority                GATGTCCTTCAATTTGGATTTGTCTGATGTTTTTCTCTTGATTAGAAAACAGCT- 
                        ---------+---------+---------+---------+---------+----- 
                                 450       460       470       480       490    



                        ---------+---------+---------+---------+---------+----- 
363 human filled site   GATGTCCTTCAATTTGGATTTGTCTGATGTTTTTCTCTTGATTAGAAAACAGCTT        199 
363 gen bank empty site GATGTCCTTCAATTTGGATTTGTCTGATGTTTTTCTCTTGATTAGAAAACAGCT-        198 
363 chimp               GATGTCCTTCAATTTGGATTTGTCTGATGTTTTTCTCTTGATTAGAAAACAGCT-        198 
363 galago              GATGGACCTCAATATGAATTTTTCTTATGTTTCTCTCTTGATTAGAAAGCAGTT-        481 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            500       510       520       530       540       550 
                        ----+---------+---------+---------+---------+---------+ 
363 human filled site   GGAACCACCCCAAATGTCCAACAATGATAGACTGGATTAAGAAAATGTGGCACAT        254 
363 gen bank empty site -------------------------------------------------------        198 
363 chimp               -------------------------------------------------------        198 
363 galago              -------------------------------------------------------        481 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 560       570       580       590       600    
                        ---------+---------+---------+---------+---------+----- 
363 human filled site   ATACACCATGGAATACTATGCAGCCATAAAAAATGTTGAGTTCATATCCTTTGTA        309 
363 gen bank empty site -------------------------------------------------------        198 
363 chimp               -------------------------------------------------------        198 
363 galago              -------------------------------------------------------        481 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            610       620       630       640       650       660 
                        ----+---------+---------+---------+---------+---------+ 
363 human filled site   GGGACATGGATGAAATTGGAAACCATCATTCTCAGTAAACTATCGCAAGAACAAA        364 
363 gen bank empty site -------------------------------------------------------        198 
363 chimp               -------------------------------------------------------        198 
363 galago              -------------------------------------------------------        481 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 670       680       690       700       710    
                        ---------+---------+---------+---------+---------+----- 
363 human filled site   AAACCAAACACCGCATATTCTCACTCATAGGTGGGAATTGAACAATGAGATCACA        419 
363 gen bank empty site -------------------------------------------------------        198 
363 chimp               -------------------------------------------------------        198 
363 galago              -------------------------------------------------------        481 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            720       730       740       750       760       770 
                        ----+---------+---------+---------+---------+---------+ 
363 human filled site   TGGACACAGGAAGGGGAATATCACACTCTGGGGACTGTGGTGGGGTCGGGGGAGG        474 
363 gen bank empty site -------------------------------------------------------        198 
363 chimp               -------------------------------------------------------        198 
363 galago              -------------------------------------------------------        481 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 780       790       800       810       820    
                        ---------+---------+---------+---------+---------+----- 
363 human filled site   GGGGAGGGATAGCATTGGGAGATATACCTAATGCTAGATGACACATTAGTGGGTG        529 
363 gen bank empty site -------------------------------------------------------        198 
363 chimp               -------------------------------------------------------        198 
363 galago              -------------------------------------------------------        481 
 
Majority                ------------------------------------------------------- 
                        ----+---------+---------+---------+---------+---------+ 
                            830       840       850       860       870       880 
                        ----+---------+---------+---------+---------+---------+ 
363 human filled site   CAGCGCACCAGCATGGCACATGTATACATATATAACTAACCTGCACAGTGTGCAC        584 
363 gen bank empty site -------------------------------------------------------        198 
363 chimp               -------------------------------------------------------        198 
363 galago              -------------------------------------------------------        481 
 
Majority                ------------------------------------------------------- 
                        ---------+---------+---------+---------+---------+----- 
                                 890       900       910       920       930    
                        ---------+---------+---------+---------+---------+----- 
363 human filled site   ATGTACCCTAAAACTTAGAGTATAATAAAAAAACAAACNAACCAACAAAAAACCA        639 
363 gen bank empty site -------------------------------------------------------        198 
363 chimp               -------------------------------------------------------        198 



363 galago              -------------------------------------------------------        481 
 
Majority                --------------------------ATGGGTTTTTGGTAAGGCACAGAGGTX 
                        ----+---------+---------+---------+---------+-------- 
                            940       950       960       970       980       
                        ----+---------+---------+---------+---------+-------- 
363 human filled site   ACNAACAAACAAAAAAGAAAACAGCTATGGGTTTTTGGT-ANGCACAGAGGT           690 
363 gen bank empty site --------------------------ATGGGTTTTTGGTAAGGCACAGAGGT           224 
363 chimp               --------------------------ATGGGTTTTTGGTAAGGCACAGAGGTA          225 
363 galago              --------------------------CTGGGTTTTTGGTAAGGCACAGAGGT           507 
 
 
 
 
L1HS411 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Tuesday, February 11, 2003 12:10 PM 
 
Majority               ACACACACACG-ATGGAAA--GTATCTTCCTAGCTA--------CACACA 
                       ---------+---------+---------+---------+---------+ 
                                10        20        30        40        50 
                       ---------+---------+---------+---------+---------+ 
411 genbank empty site ACACACACACG-ATGGAAA--GTATCTTCCTAAACACATACACACACATA         47 
411 chimp              ACACACACACG-ATGGAAA--GTATCTTCCTAAACA--------CA----         35 
411 pygmy chimp        ACACACACACG-ATGGAAA--GTATCTTCCTAGCTA--------CACACA         39 
411 gorilla            ACACACACACG-ATGGAAA--GTATCTTCCTAGCTA--------CACA--         37 
411 orangutan          ACACACACACG-ATGGAAA--GTATCTTCCTAACTA--------CACA--         37 
411 gmk                ACACACACAGGGATGGGAAAGGTATNTTCCTAGCTA--------CNCACA         42 
411 omk                ACACACACACG-ATGGAAA--GTATCTTCCTAGCTA--------CACACA         39 
411 galago             ACACACACANG-ATGGAAA--NTATCTTCCTAGCTA--------CACACA         39 
 
Majority               CACACAG-ACACACACACACACACACACATTGTTTTAGGCAG-ATGTTTT 
                       ---------+---------+---------+---------+---------+ 
                                60        70        80        90        100 
                       ---------+---------+---------+---------+---------+ 
411 genbank empty site CACACAC-ACACACACACACACACACACGTTGTTTTAGGCAG-ATTTTTT         95 
411 chimp              ----CAC-A----CACACACACACACACGTTGTTTTAGGCAG-ATGTTTT         75 
411 pygmy chimp        CACACAG-ACACACATACACACACACACATTGTTTTAGGCAG-ATGTTTT         87 
411 gorilla            CACACAC-AGACACACATACACACACACATTGTTTTAGGCAG-ATGTTTT         85 
411 orangutan          --CACAC-ACACACACACACACGCACACATTGTTTTAGGCAG-ATGTTTT         83 
411 gmk                CACACAG-ACACACACACACACACACACATTATTTTAGCCAGTATGTTTT         91 
411 omk                CACACAG-ACACACATACACACACACACATTGTTTTAGGCAG-ATGTTTT         87 
411 galago             CACACAGGACACACATACACACACACACATTGTTTTAGGCAG-ATGTTTT         88 
 
Majority               TGCAGAGGTAGGGGAAGAGAGGAAGATTTAGGATGTGCT 
                       ---------+---------+---------+--------- 
                                110       120       130        
                       ---------+---------+---------+--------- 
411 genbank empty site TGCAGAGGCAAGGGAAGAGAGGAAGATTTAGGATGTGCT                   134 
411 chimp              TGCAGAGGCAAGGGAAGAGAGGAAGATTTAGGATGTGCT                   114 
411 pygmy chimp        TGCAGAGGTAGGGGAAGAGAGGAAGATTTAGGATGTGCT                   126 
411 gorilla            TGCAGAGGTAGGGGAAGAGAGGAAGATTTAGGATGTGCT                   124 
411 orangutan          TGCAGAGGCAGGGGAAGAGAGGAAGATTTAGGATGTGCT                   122 
411 gmk                TNCACAGGTA-GGGAATAGAGNAAGANTTNG                           121 
411 omk                TGCAGAGGTAGGGGAAGAGAGGAAGATTTAGGATGTGCT                   126 
411 galago             TGCAGAGGTAGGGGAANAGAGGAAGATTTAGCATGTGCT                   127 
 
 
 
 
L1HS413 alignment 
 
Alignment Report of 'Untitled' -  ClustalV (Weighted) : Tuesday, February 11, 2003 3:37 PM 
 
Majority             TCATGAGCATCACTCTTACCATGTATCTTGAAGCTTTGTATCCAATTTAT 
                     ---------+---------+---------+---------+---------+ 
                              10        20        30        40        50 
                     ---------+---------+---------+---------+---------+ 
413 human empty site TCATGAGCATCACTCTTACCATGTATCCTGAAGCTTTGTATCCAATTTAT         50 
413 chimp            TCATGAGCATCACTCTTACCATGTATCTTGAAGCTTTGTATCCAATTTAT         50 
413 spider monkey    TCATGAGCATCACTCTTACCATGTATCTTGAAGCTTTGTATCCAATTTAT         50 
413 woolly monkey    TCATGAGCATCACTCTTACCATGTATCTTGAAGCTTTGTATCCAATTTAT         50 
413 tamarin          TCATGAGCATCACTCTTACCATGTATCGTGAAGCTTTGTATCGAATTTAT         50 
413 owl monkey       TCATGAGCATCANTCTTACCATGTATCTTGAAGCTTTGTATCCAATTTAT         50 
 



Majority             GTTTTACTCGGTTTAGCTCCAAAATAGAAAACAGTTCACGGCCAGGTGCG 
                     ---------+---------+---------+---------+---------+ 
                              60        70        80        90        100 
                     ---------+---------+---------+---------+---------+ 
413 human empty site GTTTTACTCAGTTTAGCTCCA-----------------------------         71 
413 chimp            GTTTTACTCAGTTTACCTCCA-----------------------------         71 
413 spider monkey    GTTTTACTCGGTTTAGCTCCAAAACAGAAAACAATTCACGGCCAGGTGCG        100 
413 woolly monkey    GTTTCACTCGGTTTAGCTCCAAAACAGAAAACAATTCACAGCCAGGTGCG        100 
413 tamarin          GTTTTACTTGGTTTAGCTCCAAAATAGAAAACAGTTCACGGCCAGGTGCA        100 
413 owl monkey       GTTTTACTTGGTTTAGCTCCAAAATAGAAAACAGCTCACGGCCAGGTGCA        100 
 
Majority             GTGGCTCACGCCTGTAATCCCAGCCCTTTGGGAGGCTGAGGTAGGCAGAT 
                     ---------+---------+---------+---------+---------+ 
                              110       120       130       140       150 
                     ---------+---------+---------+---------+---------+ 
413 human empty site --------------------------------------------------         71 
413 chimp            --------------------------------------------------         71 
413 spider monkey    GTGGCTCACGCCTGTAATCCCAGCCCTTTGGGAGGCCGAGGTAGGCAGAT        150 
413 woolly monkey    GTGGCTCACGCCTGTAATCCCAGCCCTTTGGGAGGCTGAGGTAGGCAGAT        150 
413 tamarin          GTGGCTCACGCCTGTAATCCCAACCCTTTGGGAGACCAAGGTAAGCAGAT        150 
413 owl monkey       GCGGCTCATGCCTGTAATCCCAGCCCTTTGGGAGGCTGAGGTAAGCAGAT        150 
 
Majority             CACGAGGTCAAGAGATGGAGACCATCCTAGTCAACATGGTGAAACCCTGT 
                     ---------+---------+---------+---------+---------+ 
                              160       170       180       190       200 
                     ---------+---------+---------+---------+---------+ 
413 human empty site --------------------------------------------------         71 
413 chimp            --------------------------------------------------         71 
413 spider monkey    CACGAGGTGAAGAGATGGAGACCATCCTAGTAAACATGGTGAAACCCTGT        200 
413 woolly monkey    CACAAGGTCAAGAGATAGAGACCATCCTAGTAAACATGGTGAAACCCTGT        200 
413 tamarin          CGCGAGGTCAAGAGATGGAGACCATCCTCATCAACATGGTGAAACCCTGT        200 
413 owl monkey       CATGAGGTCAAGAGTTGGAGACCATCCTAGTCAACACGGTGAAACCCTGT        200 
 
Majority             CTTTACTAAAATGCAAAAATAGCCAGGTGTGGTGGTGTGTGCCTGTAGTC 
                     ---------+---------+---------+---------+---------+ 
                              210       220       230       240       250 
                     ---------+---------+---------+---------+---------+ 
413 human empty site --------------------------------------------------         71 
413 chimp            --------------------------------------------------         71 
413 spider monkey    CTTTACTAAAATGCAAAAATAGCCAGGTGTGGTGGTGTGTGCCTGTAGTC        250 
413 woolly monkey    CTTTACGAAAATGCAAAAATAGCCAGGTGTGGTGGTGTGTGCCTGTAGTC        250 
413 tamarin          CTTTACTAAAATGCAAAAATAGCCTGGTGTGGTGGTGTGCGCCTGTAGTC        250 
413 owl monkey       CTTTACTAGAATGCAAAAATAGCCAGGTGTGGTGGTGTGTGCCTGTAGTC        250 
 
Majority             CCAGCTACTCGGGAGGCTGAGGCAGGAGAATCACTTGAACCTGGAGGCGG 
                     ---------+---------+---------+---------+---------+ 
                              260       270       280       290       300 
                     ---------+---------+---------+---------+---------+ 
413 human empty site --------------------------------------------------         71 
413 chimp            --------------------------------------------------         71 
413 spider monkey    CCAGCTACTCGGGAGGCTGAGGCAGGAGAATCACTTGAACCTGGAGGCGG        300 
413 woolly monkey    CCAGCTACTCGGGAGGCTGAGGCAGGAGAATCACTTGAACCTGGAGGCGG        300 
413 tamarin          CCAGCTACTCAGGAGACCGAGGCAGGAGAATCACTTGAACCTGGAGGCAG        300 
413 owl monkey       CCAGCTACTCGGGAGGCCGAGGCAGGAGAATCACTTGAACCTGAAGGCAG        300 
 
Majority             ACATCGCAATGAGCGGAGGTTGCGCCACTGCCCTCCAAAGAAAACAGTTC 
                     ---------+---------+---------+---------+---------+ 
                              310       320       330       340       350 
                     ---------+---------+---------+---------+---------+ 
413 human empty site ----------------------------------CAAAAGAAAACAGTTC         87 
413 chimp            ----------------------------------CAAAAGAAAACAGTTC         87 
413 spider monkey    ACATAGCAATGAGCCGAGGTCACAACACTGCACTCCAAAGAAAACAGTTC        350 
413 woolly monkey    ACATCGCAATGAGCCGAGGTTACAACACTGCACTCCAAAGAAAACAGTGC        350 
413 tamarin          ACATTGCAATGAGTGGAGGTTGCGCCACTGCCCTCCAAAGAAAACAGTTC        350 
413 owl monkey       ACATCGCAATGAGAGGAGGTCGCGCCACTGCCCTCCAAAGAAAACAGTTC        350 
 
Majority             ACTTCAATTAACATTTATGGCAAGTCAGCTGAGT 
                     ---------+---------+---------+---- 
                              360       370       380   
                     ---------+---------+---------+---- 
413 human empty site ACTTCAATTAACATTTATGGCAAGTCAGCTGAGT                        121 
413 chimp            ACTTCAATTAACATTTATGGCAAGTCAGCTGAGT                        121 
413 spider monkey    ACTTCAGTTAACATTTATGGCAAGTCAGCTGAGT                        384 
413 woolly monkey    ACTTCAATTAACATTTATGGCAAGTCAGCTGAGT                        384 
413 tamarin          AC---AATTAACATTTATGGCAAGTCAGCTGAGT                        381 
413 owl monkey       ACTTCAATTAACATTTATGGCAAGTCAGCTGAGT                        384 



 
 
 
 
L1HS413 Alu alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Tuesday, February 11, 2003 2:08 PM 
 
Majority       --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA 
               ---------+---------+---------+---------+---------+ 
                        10        20        30        40        50 
               ---------+---------+---------+---------+---------+ 
AluSc          --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluSg          --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluSp          --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluSq          --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluSx          --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluY           --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluYc          --------------RGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluYc3         --------------RGCCGGGCGCGGTGGCTCACGCTTGTAATCCCAGCA         36 
AluYc5         --------------RGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluYb8         --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluYa8         --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluYa5         --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
413spiderAlu   AGAAAACAATTCACGGCCAGGTGCGGTGGCTCACGCCTGTAATCCCAGCC         50 
413woollyAlu   AGAAAACAATTCACAGCCAGGTGCGGTGGCTCACGCCTGTAATCCCAGCC         50 
413 tamarinAlu AGAAAACAGTTCACGGCCAGGTGCAGTGGCTCACGCCTGTAATCCCAACC         50 
413omkAlu      AGAAAACAGCTCACGGCCAGGTGCAGCGGCTCATGCCTGTAATCCCAGCC         50 
 
Majority       CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC 
               ---------+---------+---------+---------+---------+ 
                        60        70        80        90        100 
               ---------+---------+---------+---------+---------+ 
AluSc          CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAAGAGATCGAGACC         84 
AluSg          CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGTTCGAGACC         84 
AluSp          CTTTGGGAGGCCGAGGCGGGCGGATCACCTGAGGTCGGGAGTTCGAGACC         86 
AluSq          CTTTGGGAGGCCGAGGCGGGTGGATCACCTGAGGTCAGGAGTTCGAGACC         86 
AluSx          CTTTGGGAGGCCGAGGCGGGCGGATCACCTGAGGTCAGGAGTTCGAGACC         86 
AluY           CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
AluYc          CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
AluYc3         CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
AluYc5         CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
AluYb8         CTTTGGGAGGCCGAGGCGGGTGGATCAT--GAGGTCAGGAGATCGAGACC         84 
AluYa8         CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
AluYa5         CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
413spiderAlu   CTTTGGGAGGCCGAGGTAGGCAGATCAC--GAGGTGAAGAGATGGAGACC         98 
413woollyAlu   CTTTGGGAGGCTGAGGTAGGCAGATCAC--AAGGTCAAGAGATAGAGACC         98 
413 tamarinAlu CTTTGGGAGACCAAGGTAAGCAGATCGC--GAGGTCAAGAGATGGAGACC         98 
413omkAlu      CTTTGGGAGGCTGAGGTAAGCAGATCAT--GAGGTCAAGAGTTGGAGACC         98 
 
Majority       ATCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATT- 
               ---------+---------+---------+---------+---------+ 
                        110       120       130       140       150 
               ---------+---------+---------+---------+---------+ 
AluSc          ATCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATT-        133 
AluSg          AGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATT-        133 
AluSp          AGCCTGACCAACATGGAGAAACCCCGTCTCTACTAAAAATACAAAAATT-        135 
AluSq          AGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATT-        135 
AluSx          AGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATT-        135 
AluY           ATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATT        134 
AluYc          A------------CGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATT        122 
AluYc3         A------------CGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATT        122 
AluYc5         A------------CGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATT        122 
AluYb8         ATCCTGGCTAACAAGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATT        134 
AluYa8         ATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAACTACAAAAAAT-        133 
AluYa5         ATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATT        134 
413spiderAlu   ATCCTAGTAAACATGGTGAAACCCTGTCTTTACTAAAA-TGCAAAAAT--        145 
413woollyAlu   ATCCTAGTAAACATGGTGAAACCCTGTCTTTACGAAAA-TGCAAAAAT--        145 
413 tamarinAlu ATCCTCATCAACATGGTGAAACCCTGTCTTTACTAAAA-TGCAAAAAT--        145 
413omkAlu      ATCCTAGTCAACACGGTGAAACCCTGTCTTTACTAGAA-TGCAAAAAT--        145 
 
Majority       AGCCGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTG 
               ---------+---------+---------+---------+---------+ 
                        160       170       180       190       200 
               ---------+---------+---------+---------+---------+ 



AluSc          AGCCGGGCGTGGTGGCGCGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTG        182 
AluSg          AGCCGGGCGTGGTGGCGCGCGCCTGTAATCCCAGCTACTCGG-GAGGCTG        182 
AluSp          AGCCGGGCGTGGTGGCGCATGCCTGTAATCCCAGCTACTCGG-GAGGCTG        184 
AluSq          AGCCGGGCGTGGTGGCGGGCGCCTGTAATCCCAGCTACTCGG-GAGGCTG        184 
AluSx          AGCCGGGCGTGGTGGCGCGCGCCTGTAATCCCAGCTACTCGG-GAGGCTG        184 
AluY           AGCCGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTG        183 
AluYc          AGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTG        171 
AluYc3         AGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGAGAGGCTG        172 
AluYc5         AGCCGGGCGCAGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTG        171 
AluYb8         AGCCGGGCGCAGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTG        183 
AluYa8         AGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCTAGCTACTTGG-GAGGCTG        182 
AluYa5         AGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTGG-GAGGCTG        183 
413spiderAlu   AGCCAGGTGTGGTGGTGTGTGCCTGTAGTCCCAGCTACTCGG-GAGGCTG        194 
413woollyAlu   AGCCAGGTGTGGTGGTGTGTGCCTGTAGTCCCAGCTACTCGG-GAGGCTG        194 
413 tamarinAlu AGCCTGGTGTGGTGGTGTGCGCCTGTAGTCCCAGCTACTCAG-GAGACCG        194 
413omkAlu      AGCCAGGTGTGGTGGTGTGTGCCTGTAGTCCCAGCTACTCGG-GAGGCCG        194 
 
Majority       AGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAG 
               ---------+---------+---------+---------+---------+ 
                        210       220       230       240       250 
               ---------+---------+---------+---------+---------+ 
AluSc          AGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAG        232 
AluSg          AGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAG        232 
AluSp          AGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCGGTGAGCCGAG        234 
AluSq          AGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAG        234 
AluSx          AGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAG        234 
AluY           AGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAG        233 
AluYc          AGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAG        221 
AluYc3         AGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAG        222 
AluYc5         AGGCAGGAGAATGGCGTGAACCCGGAAGGCGGAGCTTGCAGTGAGCGGAG        221 
AluYb8         AGGCAGGAGAATGGCGTGAACCCGGGAAGCGGAGCTTGCAGTGAGCCGAG        233 
AluYa8         AGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAG        232 
AluYa5         AGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAG        233 
413spiderAlu   AGGCAGGAGAATCACTTGAACCTGG-AGGCGGACATAGCAATGAGCCGAG        243 
413woollyAlu   AGGCAGGAGAATCACTTGAACCTGG-AGGCGGACATCGCAATGAGCCGAG        243 
413 tamarinAlu AGGCAGGAGAATCACTTGAACCTGG-AGGCAGACATTGCAATGAGTGGAG        243 
413omkAlu      AGGCAGGAGAATCACTTGAACCTGA-AGGCAGACATCGCAATGAGAGGAG        243 
 
Majority       ATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC 
               ---------+---------+---------+---------+---------+ 
                        260       270       280       290       300 
               ---------+---------+---------+---------+---------+ 
AluSc          ATCGCGCCACTGCACTCCA-------GCCTGG-CGACA-GAGCGAGACTC        273 
AluSg          ATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC        274 
AluSp          ATCGCGCCATTGCACTCCA-------GCCTGGGCAACAAGAGCGAAACTC        277 
AluSq          ATCGCGCCACTGCACTCCA-------GCCTGGGCAACAAGAGCGAAACTC        277 
AluSx          ATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC        276 
AluY           ATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC        275 
AluYc          ATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC        263 
AluYc3         ATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC        264 
AluYc5         ATCGCGCCACAGCACTCCC-------GCCTGGGCGACA-GAGCGAGACTC        263 
AluYb8         ATTGCGCCACTGCAGTCCGCAGTCCGGCCTGGGCGACA-GAGCGAGACTC        282 
AluYa8         ATCCCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC        274 
AluYa5         ATCCCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC        275 
413spiderAlu   GTCACAACACTGCACTCCA-------A---AGAAAACA-GTTCAC             277 
413woollyAlu   GTTACAACACTGCACTCCA-------A---AGAAAACA-G                  272 
413 tamarinAlu GTTGCGCCACTGCCCTCCA-------A---AGAAAACA-GTTCAC             277 
413omkAlu      GTCGCGCCACTGCCCTCCA-------A---AGAAAACA-GTTCAC             277 
 
Majority       CGTCTCAAAAAAAAAAAAAAAAAAAAXXXXXXXXXX 
               ---------+---------+---------+------ 
                        310       320       330     
               ---------+---------+---------+------ 
AluSc          CGTCTCAAAAAAAAAAAAAAAAAAAA                                299 
AluSg          CGTCTCAAAAAAAAAAAAAAAAAAAA                                300 
AluSp          CGTCTCAAAAAAAAAAAAAAAAAAAA                                303 
AluSq          CGTCTCAAAAAAAAAAAAAAAAAAAA                                303 
AluSx          CGTCTCAAAAAAAAAAAAAAAAAAAA                                302 
AluY           CGTCTCAAAAAAAAAAAAAAAAAAAA                                301 
AluYc          CGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA                      299 
AluYc3         CGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA                      300 
AluYc5         CGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA                      299 
AluYb8         CGTCTCAAAAAAAAAAAAAAAAAAAA                                308 
AluYa8         CGTCTCAAAAAAAAAAAAAAAAAAAA                                300 
AluYa5         CGTCTCAAAAAAAAAAAAAAAAAAAA                                301 
413spiderAlu                                                             277 



413woollyAlu                                                             272 
413 tamarinAlu                                                           277 
413omkAlu                                                                277 
 
 
 
 
L1HS443 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Tuesday, February 11, 2003 4:04 PM 
 
Majority                     --------------------------------------------- 
                             ---------+---------+---------+---------+----- 
                                      10        20        30        40     
                             ---------+---------+---------+---------+----- 
443 genbank empty site       ---------------------------------------------          0 
443 chimp                    ---------------------------------------------          0 
443 pygmy chimp              ---------------------------------------------          0 
443 gorilla expected product ---------------------------------------------          0 
443 green monkey             ---------------------------------------------          0 
443 gorilla large product    GCTAGACTCTCTACCTTTGGCTTTACTAAAAAGGTTTACTTCGTG         45 
 
Majority                     --------------------------------------------- 
                             ----+---------+---------+---------+---------+ 
                                 50        60        70        80        90 
                             ----+---------+---------+---------+---------+ 
443 genbank empty site       ---------------------------------------------          0 
443 chimp                    ---------------------------------------------          0 
443 pygmy chimp              ---------------------------------------------          0 
443 gorilla expected product ---------------------------------------------          0 
443 green monkey             ---------------------------------------------          0 
443 gorilla large product    GATATGATATAAAATGCATTTCTATAAGAATTTTCAATTCTTCGG         90 
 
Majority                     -------GCTAGACTCTCTACCTTTGGCTTTACTAAAAAGGTTTA 
                             ---------+---------+---------+---------+----- 
                                      100       110       120       130    
                             ---------+---------+---------+---------+----- 
443 genbank empty site       -------GCTAGACTCTCTACCTTTGGCTTTACTAAAAAGGTTTA         38 
443 chimp                    -------GCTAGACTCTCTACCTTTGGCTTTACTAAAAAGGTTTA         38 
443 pygmy chimp              -------GCTAGACTCTCTACCTTTGGCTTTACTAAAAAGGTTTA         38 
443 gorilla expected product -------GCTAGACTCT-TACCTTTGGCTTTACTAAAAAGGTTTA         37 
443 green monkey             -------GCTAGACTCTCTACCTTTGGCTTTACTAAAAAGGTTTA         38 
443 gorilla large product    CCTATTAGCTAGACTCTCTACCTTTGGCTTTACTAAAAAGGTTTA        135 
 
Majority                     CTTTGTGGATATGATATAAAATGCATTTCTATAAGAATTTTCAAT 
                             ----+---------+---------+---------+---------+ 
                                 140       150       160       170       180 
                             ----+---------+---------+---------+---------+ 
443 genbank empty site       CTTTGTGGATATGATATAAAATGCATTTCTATAAGAATTTTCAAT         83 
443 chimp                    CTTTGTGGATATGATATAAAATGCATTTCTATAAGAATTTTCAAT         83 
443 pygmy chimp              CTTTGTGGATATGCTATAAAATGCATTTCTATAAGAATTTTCAAT         83 
443 gorilla expected product CTTCGTGGATATGATATAAAATGCATTTCTATAAGAATTTTCAAT         82 
443 green monkey             CTTTATGAGGGGGATATAAAATGCATCTCTATAAGAATTTTCANT         83 
443 gorilla large product    CTTCGTGGATATGATATAAAATGCATTTCTATAAGAATTTTCAAT        180 
 
Majority                     ATCACTTTAGGGTTTCTTTTAAAACTAAAAACAAGATTAGAAAAG 
                             ---------+---------+---------+---------+----- 
                                      190       200       210       220    
                             ---------+---------+---------+---------+----- 
443 genbank empty site       ATCACTTTAGGGGTTCTTTTAAAACTAAAAACAAGATTAGAAAAG        128 
443 chimp                    ATCACTTTAGGGTT-CTTTTAAAACTAAAAACAGGATTAGAAAAG        127 
443 pygmy chimp              ATCACTTTAGGGTT-CTTTTAAAACTAAAAACAGGATTAGAAAAG        127 
443 gorilla expected product ATCACTTTAGGGTTTCTTTTAAAACTAAAAACAAGATTAGAAAAG        127 
443 green monkey             ATCACTTTAGGGGNTCTTTTAAAACTAAAAAGAAGATTAGAAAAG        128 
443 gorilla large product    ATCACTTTAGGGTTTCTTTTAAAACTAAAAACAAGATTAGAAAAG        225 
 
Majority                     AGGAACTCTTAAAATAGCTATTCTATAAGCCTAAATAAAATAAAA 
                             ----+---------+---------+---------+---------+ 
                                 230       240       250       260       270 
                             ----+---------+---------+---------+---------+ 
443 genbank empty site       AGGAACTCTTAAA-TAGCTATTCTATAAGCCTAAATAA-----AA        167 
443 chimp                    AGGAACTCTTAAAATAGCTATTCTATAAGCCTAAATAAAATAAAA        172 
443 pygmy chimp              AGGAACTCTTAAAATAGCTATTCTATAAGCCTAAATAAAATAAAA        172 
443 gorilla expected product AGGAACTCTTAAAATAGCTATTCTATAAGCCTAAATAAAATAAAA        172 
443 green monkey             AGGAACCCTTAAAATAGCTATTCTATAAGCCTAAATAA-----AA        168 



443 gorilla large product    AGGAACTCTTAAAATAGCTATTCTATAAGCCTAAATAAAATAAAA        270 
 
Majority                     CATCTTAATAATTTAACTTTTCTTTTTAAAAA-TCAAAGACAATA 
                             ---------+---------+---------+---------+----- 
                                      280       290       300       310    
                             ---------+---------+---------+---------+----- 
443 genbank empty site       CATCTTGATAATTTAACTTTTCTTTTTAAAAA-TCAAAGACAATA        211 
443 chimp                    CATCTTAATAATTTAACTTTTCTTTTTAAAAA-TCAAAGACAATG        216 
443 pygmy chimp              CATCTTAATAATTTAACTTTTCTTTTTAAAAA-TCAAAGACAATA        216 
443 gorilla expected product CATCTTAATAATTTAACTTTTCTTTTTAAAAA-TCAAAGACAATA        216 
443 green monkey             CATCTTAATAATTTAAGTTTTATTTTTAAAAAATCAAAGACAATA        213 
443 gorilla large product    CATCTTAATAATTTAACTTTTCTTTTTAAAAA-TCAAAGACAATA        314 
 
Majority                     TATGGTTGCTCAATAAAGAAAAGTGGTGCATAGAGTCAGGTATCA 
                             ----+---------+---------+---------+---------+ 
                                 320       330       340       350       360 
                             ----+---------+---------+---------+---------+ 
443 genbank empty site       TATGGTTGCTCAATAAAGAAAAGTGGTGCATAGAGTCAGGTATCA        256 
443 chimp                    TATGGTTGCTCAATAAAGAAAAGTGGTGCATAGAGTCAGGTATCA        261 
443 pygmy chimp              TATGGTTGCTCAATAAAGAAAAGTGGTGCATAGAGTCAGGTATCA        261 
443 gorilla expected product TATGGTTGCTCAATAAAGAAAAGTGGTGCATAGAGTCAGGTATCA        261 
443 green monkey             TATGTTTGCTTAATAAAGAAAAGTGGTGCATAGAGTCAGG-ACCA        257 
443 gorilla large product    TATGGTTGCTCAATAAAGAAAAGTGGTGCATAGAGTCAGGTATCA        359 
 
 
 
 
L1HS456 alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Wednesday, February 12, 2003 9:24 AM 
 
Majority               TAACACTTAGTGATTGCTGGGAGAGCTCTGCAGAGTATTCACTATATTTT 
                       ---------+---------+---------+---------+---------+ 
                                10        20        30        40        50 
                       ---------+---------+---------+---------+---------+ 
456 genbank empty site TAACACTTAGTGATTGCTGGGAGAGCTCTGCAGAGTATTCACTATATTTT         50 
456 orang              TAACACTTAGTGATTGCTGGGAGAGCTCTGCAGAGTATTCACTATATTTT         50 
456 gmk                TAACACTTAGTGATTGCTGGGAGAGCTATGCAGAGTATTCGCTATATTTT         50 
 
Majority               AGAATCAATGACACXA------------------TACCTGGCACAAAGGA 
                       ---------+---------+---------+---------+---------+ 
                                60        70        80        90        100 
                       ---------+---------+---------+---------+---------+ 
456 genbank empty site AGAATCAATGACACTA------------------TACCTGGCACAAAGGA         82 
456 orang              AGAATCAATGACGCCA------------------TACCTGGCACAAAGGA         82 
456 gmk                AGAATCAATGACACAAAGGAAATAAATAAATTCTTTCCTGGCACAAAGGA        100 
 
Majority               AATTCTTAATACATTCTAGTTTTCCACTTCACCTTGTCC 
                       ---------+---------+---------+--------- 
                                110       120       130        
                       ---------+---------+---------+--------- 
456 genbank empty site AATTCTTAATACATTCTAGTTTTCCACTTCACCTTGTCC                   121 
456 orang              AATTCTTAATACATTCTAGTTTTCCACTTCACCTTGTCC                   121 
456 gmk                AATACTAAAT----TCTAGTTTTCCACTTCACCTTGTCC                   135 
 
 
 
 
L1HS480 alignment 
 
Alignment Report of 'Untitled' -  ClustalV (Weighted) : Wednesday, February 12, 2003 10:20 AM 
 
Majority               AGAGGTAACCACTACCTTGCAACTTGTATTAGTCTTCCTTTTGCTTTTTA 
                       ---------+---------+---------+---------+---------+ 
                                10        20        30        40        50 
                       ---------+---------+---------+---------+---------+ 
480 human empty site   AGAGGTAACCACTACCTTGCAACTTGTATTAGTCTTCCCTTTGCTTTTTA         50 
480 pygmy chimp        AGAGGTAACCACTACCTTGCAACTTGTATTAGTCTTCCCTTTGCTTTTTA         50 
480 rhesus macaque     AGAGGTAACCACTACCTTGCAACTTGTATTAGTCTTCCTTTTGCTTTTTA         50 
480 pig-tailed macaque AGAGGTAACCACTACCTTGCAACTTGTATTAGTCTTCCTTTTGCTTTTTA         50 
480 gmk                AGAGGTAACCACTACCTTGCAACTTGCATGAGTCTTCCTTTTGCTTTTTA         50 
480 omk                AGAGGTAACCACTACCTTGCAACTTGTATTAGTCTTCCCTTCACTTTTTA         50 
 
Majority               GAACTACAGTTTTACCATAACATAAATATTTCTTT--------------- 
                       ---------+---------+---------+---------+---------+ 



                                60        70        80        90        100 
                       ---------+---------+---------+---------+---------+ 
480 human empty site   GAACTACAGTTTTACCATAATATAAATATTTCTTA---------------         85 
480 pygmy chimp        GAACTACAGTTTTACCATAATATAAATATTTCTTA---------------         85 
480 rhesus macaque     GAACTACAGTTTTACCATAACATAAATATTTCTTT---------------         85 
480 pig-tailed macaque GAACTACAGTTTTACCATAACATAAATATTTCTTT---------------         85 
480 gmk                GAACTACAGTTTTATCATAACATAAATATTTCTTT---------------         85 
480 omk                GAATAATAGCTTTACCATAAAATAAATATTTCTCTCCCGCCTGTAATCCC        100 
 
Majority               -------------------------------------------------- 
                       ---------+---------+---------+---------+---------+ 
                                110       120       130       140       150 
                       ---------+---------+---------+---------+---------+ 
480 human empty site   --------------------------------------------------         85 
480 pygmy chimp        --------------------------------------------------         85 
480 rhesus macaque     --------------------------------------------------         85 
480 pig-tailed macaque --------------------------------------------------         85 
480 gmk                --------------------------------------------------         85 
480 omk                AGCACTTTGGGAGACCGAGCCAGGTGGATCACGAGGTCATGAGATCGAGA        150 
 
Majority               -------------------------------------------------- 
                       ---------+---------+---------+---------+---------+ 
                                160       170       180       190       200 
                       ---------+---------+---------+---------+---------+ 
480 human empty site   --------------------------------------------------         85 
480 pygmy chimp        --------------------------------------------------         85 
480 rhesus macaque     --------------------------------------------------         85 
480 pig-tailed macaque --------------------------------------------------         85 
480 gmk                --------------------------------------------------         85 
480 omk                CCATCCTGGTCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAA        200 
 
Majority               -------------------------------------------------- 
                       ---------+---------+---------+---------+---------+ 
                                210       220       230       240       250 
                       ---------+---------+---------+---------+---------+ 
480 human empty site   --------------------------------------------------         85 
480 pygmy chimp        --------------------------------------------------         85 
480 rhesus macaque     --------------------------------------------------         85 
480 pig-tailed macaque --------------------------------------------------         85 
480 gmk                --------------------------------------------------         85 
480 omk                TTAGCTGGGCGCGGTGGCGCGTGCCTGTAATCCCAGTTACTCAGGAGGCT        250 
 
Majority               -------------------------------------------------- 
                       ---------+---------+---------+---------+---------+ 
                                260       270       280       290       300 
                       ---------+---------+---------+---------+---------+ 
480 human empty site   --------------------------------------------------         85 
480 pygmy chimp        --------------------------------------------------         85 
480 rhesus macaque     --------------------------------------------------         85 
480 pig-tailed macaque --------------------------------------------------         85 
480 gmk                --------------------------------------------------         85 
480 omk                GAGGCAGGAGAATTGCCTGAACCCAGGAGGCGGAGGTTGCAGTGAGCTGA        300 
 
Majority               -------------------------------------------------- 
                       ---------+---------+---------+---------+---------+ 
                                310       320       330       340       350 
                       ---------+---------+---------+---------+---------+ 
480 human empty site   --------------------------------------------------         85 
480 pygmy chimp        --------------------------------------------------         85 
480 rhesus macaque     --------------------------------------------------         85 
480 pig-tailed macaque --------------------------------------------------         85 
480 gmk                --------------------------------------------------         85 
480 omk                GATCGCGCCACTGCACTCCAGCCTGGGTAACAAGAGCGAAACTCCGTCTC        350 
 
Majority               -------------------------------------------------- 
                       ---------+---------+---------+---------+---------+ 
                                360       370       380       390       400 
                       ---------+---------+---------+---------+---------+ 
480 human empty site   --------------------------------------------------         85 
480 pygmy chimp        --------------------------------------------------         85 
480 rhesus macaque     --------------------------------------------------         85 
480 pig-tailed macaque --------------------------------------------------         85 
480 gmk                --------------------------------------------------         85 
480 omk                AAAAAAATAAATAAATAAATAATAAATAAATAAATAAATAAATATTTCTT        400 
 
Majority               -AAAAGCATATTGGGTAGTTTTAGTTGTTTGTAACTTTTTTAAATGAGTT 



                       ---------+---------+---------+---------+---------+ 
                                410       420       430       440       450 
                       ---------+---------+---------+---------+---------+ 
480 human empty site   -AAAAGCATATTGGGTAGTTTTAGTTGTTTGTAACTTTTT----------        124 
480 pygmy chimp        -AAAAGCATATTGGGTAGTTTTAGTTGTTTGTAACTTTTT----------        124 
480 rhesus macaque     -AAAAGCATATTGGGTAGTTTTAGTTGTTTGTAACTTCTTTAAATGAGTT        134 
480 pig-tailed macaque -AAAAGCATATTGGGTAGTTTTAGTTGTTTGTAACTTCTTTAAATGAGTT        134 
480 gmk                -AAAAGCATATTGGGTAGTTTTAGTTGTTTGTAACTTCTTTAAATGAGTT        134 
480 omk                AAAAAGCATATTTGGTAGTTTTAGTTGTTTGTAACTTTGT----------        440 
 
Majority               TTGTGGGCC-GGCGCGGTGCCTCAAGCCTGTAATCCCAGCACTTTGGGAG 
                       ---------+---------+---------+---------+---------+ 
                                460       470       480       490       500 
                       ---------+---------+---------+---------+---------+ 
480 human empty site   --------------------------------------------------        124 
480 pygmy chimp        --------------------------------------------------        124 
480 rhesus macaque     TTGTGGGCCTGGCGCGGTGCCTCAAGCCTGTAATCCCAGCACTTTGGGAG        184 
480 pig-tailed macaque TTGTGGGCCTGGCGCGGTGCCTCAAGCCTGTAATCCCAGCACTTTGGGAG        184 
480 gmk                TTGTGGGCCAGGCGCGGTGCCTCAAGCCTGTAATCCCAGCACTTTGGGAG        184 
480 omk                --------------------------------------------------        440 
 
Majority               GCCGAGAC-GGCGGATCACGAGGTCAGGAGATCGAGTCCATCCTGGCTAA 
                       ---------+---------+---------+---------+---------+ 
                                510       520       530       540       550 
                       ---------+---------+---------+---------+---------+ 
480 human empty site   --------------------------------------------------        124 
480 pygmy chimp        --------------------------------------------------        124 
480 rhesus macaque     GCCGAGACGGGCGGATCACGAGGTCAGGAGATCGAGTCCATCCTGGCTAA        234 
480 pig-tailed macaque GCCGAGACGGGCGGATCACGAGGTCAGGAGATCGAGTCCATCCTGGCTAA        234 
480 gmk                GCCGAGACAGGCGGATCACGAGGTCAGGAGATCGAGTCCATCCTGGCTAA        234 
480 omk                --------------------------------------------------        440 
 
Majority               CACGGTGAAACCCCGTCTCTACTAAAAAATACAAAAAAACTAGCCGGGCG 
                       ---------+---------+---------+---------+---------+ 
                                560       570       580       590       600 
                       ---------+---------+---------+---------+---------+ 
480 human empty site   --------------------------------------------------        124 
480 pygmy chimp        --------------------------------------------------        124 
480 rhesus macaque     CACGGTGAAACCCCGTCTCTACTAAAAAATACAAAAAAACTAGCCGGGCG        284 
480 pig-tailed macaque CACGGTGAAACCCCGTCTCTACTAAAAAATACAAAAAAACTAGCCGGGCG        284 
480 gmk                CACGGTGAAACCCCGTCTCTACTAAAAAATACAAAAAAACTAGCCGGGCG        284 
480 omk                --------------------------------------------------        440 
 
Majority               AGGTGGC-GGCGCCTGTAGTCCCAGCTG-T-GGGAG-CTGAGGCAAGAGA 
                       ---------+---------+---------+---------+---------+ 
                                610       620       630       640       650 
                       ---------+---------+---------+---------+---------+ 
480 human empty site   --------------------------------------------------        124 
480 pygmy chimp        --------------------------------------------------        124 
480 rhesus macaque     AGGTGGCGGGCGCCTGTAGTCCCAGCTGCTTGGGAGTCTGAGGCAAGAGA        334 
480 pig-tailed macaque AGGTGGCAGGCGCCTGTAGTCCCAGCTGTTTGGGAGGCTGAGGCAAGAGA        334 
480 gmk                AGGTGGCAGGCGCCTGTAGTCCCAGCTGCTCGGGAGGCTGAGGCAAGAGA        334 
480 omk                --------------------------------------------------        440 
 
Majority               ATGGC-TGAACC-GGGAGGCGGAGCTTGCAGTGAGCTGAGATC-GGCCAC 
                       ---------+---------+---------+---------+---------+ 
                                660       670       680       690       700 
                       ---------+---------+---------+---------+---------+ 
480 human empty site   --------------------------------------------------        124 
480 pygmy chimp        --------------------------------------------------        124 
480 rhesus macaque     ATGGCGTGAACCGGGGAGGCGGAGCTTGCAGTGAGCTGAGATCTGGCCAC        384 
480 pig-tailed macaque ATGGCATGAACCGGGGAGGCGGAGCTTGCAGTGAGCTGAGATCTGGCCAC        384 
480 gmk                ATGGCGTGAACCTGGGAGGCGGAGCTTGCAGTGAGCTGAGATCCGGCCAC        384 
480 omk                --------------------------------------------------        440 
 
Majority               TGCACTCCAGCCTGGG-GACAGAGCGAGACTCTGTCTCAAAAAAT-AAAA 
                       ---------+---------+---------+---------+---------+ 
                                710       720       730       740       750 
                       ---------+---------+---------+---------+---------+ 
480 human empty site   ------------------------------------------------AA        126 
480 pygmy chimp        ------------------------------------------------AA        126 
480 rhesus macaque     TGCACTCCAGCCTGGGCGACAGAGCGAGACTCTGTCTCAAAAAATAAAAA        434 
480 pig-tailed macaque TGCACTCCAGCCTGGGCGACAGAGCGAGACTCTGTCTCAAAAAATAAAAA        434 
480 gmk                TGCACTCCAGCCTGGGAGACAGAGCGAGACTCTGTCTCAAAAAATTAAAA        434 
480 omk                ------------------------------------------------AA        442 
 



Majority               AATGAGTTTTGTGGTATATGTAACCTTTTGAGAGCTTAATTTTTATTCAA 
                       ---------+---------+---------+---------+---------+ 
                                760       770       780       790       800 
                       ---------+---------+---------+---------+---------+ 
480 human empty site   AATGTGTTTTGTAGTACATGTAACCTTTTGAGAGCTTAATTTNTATTCAA        176 
480 pygmy chimp        AATGTGTTTTGTAGTATATGTAACCTTTTGAGAGCTTAATTTTTATTCAA        176 
480 rhesus macaque     AATGAGTTTTGTGGTATATGTAACCTTTTGAGAGCTTAATTTTTATTCAA        484 
480 pig-tailed macaque AATGAGTTTTGTGGTATATGTAACCTTTTGCGAGCTTAATTTTTATTCAA        484 
480 gmk                AATGAGTTTTGTGGTATATGTAACCTTTTGAGAGCTTAATTTTTATTCAA        484 
480 omk                AATGAGTTTTGTGGTACATGTAACACTTTGAGAGCTTAATTTTTAGTCAA        492 
 
Majority               ATTATATTTCTAGCATCATTTATATTCATTTTCTTTCCAGTAAGATATTT 
                       ---------+---------+---------+---------+---------+ 
                                810       820       830       840       850 
                       ---------+---------+---------+---------+---------+ 
480 human empty site   ATTATATTTCTAGCATCGTTTATATTCATTTTCTTTCCAGTAANNTATTT        226 
480 pygmy chimp        ATTATATTTCTAGCATCGTTTATATTCATTTTCTTTCCAGTAAGATATTT        226 
480 rhesus macaque     ATTACATTTCTAGCATCATTTATATTCATTTTCTTTCCAGTAAGATATTT        534 
480 pig-tailed macaque ATTACATTTCTAGCATCATTTATATTCATTTTCTTTCCAGTAAGATATTT        534 
480 gmk                ATTACATTTCTAGCATCATTTATATTCATTTTCTTTCCAGTAAGATATTT        534 
480 omk                ATTATATTTCTAGCATCATTTATGTTCATTTTCTTTATGGCAAGATATTT        542 
 
Majority               TATTGTATGAAGGTACCACAATTTATCTCTTCTCCTGTCATGAGGC 
                       ---------+---------+---------+---------+------ 
                                860       870       880       890     
                       ---------+---------+---------+---------+------ 
480 human empty site   TATTGTATGAAGGTACCACAATTTATCTCTTCTCCTGTCATGAGGC            272 
480 pygmy chimp        TATTGTATGAAGGTACCACAATTTATCTCTTCTCCTGTCATGAGGC            272 
480 rhesus macaque     TATTGTATGAAGGTACCACAATTTATCTCTTCTCCTGTCATGAGGC            580 
480 pig-tailed macaque TATTGTATGAAGGTATCACAATTTATCTCTTCTCCTGTCATGAGGC            580 
480 gmk                TATTGTATGAAGGTACCACAATTTATCTCTTCTCCTGTCATGAGGC            580 
480 omk                CACTGTATGAATTTACCACAATTTATCTCTTCTCCTGTCATGAGGC            588 
 
 
 
 
L1HS480 Alu alignment 
 
Alignment Report of 'Untitled' -  ClustalW (Slow/Accurate, IUB) : Wednesday, February 12, 2003 10:29 AM 
 
Majority          --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA 
                  ---------+---------+---------+---------+---------+ 
                           10        20        30        40        50 
                  ---------+---------+---------+---------+---------+ 
AluSc             --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluSg             --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluSp             --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluSq             --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluSx             --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluY              --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluYc             --------------RGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluYc3            --------------RGCCGGGCGCGGTGGCTCACGCTTGTAATCCCAGCA         36 
AluYc5            --------------RGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluYb8            --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluYa8            --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluYa5            --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
480 gmk AluY      AAATGAGTTTTGTGGGCCAGGCGCGGTGCCTCAAGCCTGTAATCCCAGCA         50 
480 macaque  AluY AAATGAGTTTTGTGGGCCTGGCGCGGTGCCTCAAGCCTGTAATCCCAGCA         50 
480 rhesus AluY   AAATGAGTTTTGTGGGCCTGGCGCGGTGCCTCAAGCCTGTAATCCCAGCA         50 
480 omk AluSq     --------------AAATAAATATT-TCTCTCCCGCCTGTAATCCCAGCA         35 
 
Majority          CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC 
                  ---------+---------+---------+---------+---------+ 
                           60        70        80        90        100 
                  ---------+---------+---------+---------+---------+ 
AluSc             CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAAGAGATCGAGACC         84 
AluSg             CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGTTCGAGACC         84 
AluSp             CTTTGGGAGGCCGAGGCGGGCGGATCACCTGAGGTCGGGAGTTCGAGACC         86 
AluSq             CTTTGGGAGGCCGAGGCGGGTGGATCACCTGAGGTCAGGAGTTCGAGACC         86 
AluSx             CTTTGGGAGGCCGAGGCGGGCGGATCACCTGAGGTCAGGAGTTCGAGACC         86 
AluY              CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
AluYc             CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
AluYc3            CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
AluYc5            CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
AluYb8            CTTTGGGAGGCCGAGGCGGGTGGATCAT--GAGGTCAGGAGATCGAGACC         84 



AluYa8            CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
AluYa5            CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
480 gmk AluY      CTTTGGGAGGCCGAGACAGGCGGATCAC--GAGGTCAGGAGATCGAGTCC         98 
480 macaque  AluY CTTTGGGAGGCCGAGACGGGCGGATCAC--GAGGTCAGGAGATCGAGTCC         98 
480 rhesus AluY   CTTTGGGAGGCCGAGACGGGCGGATCAC--GAGGTCAGGAGATCGAGTCC         98 
480 omk AluSq     CTTTGGGAGACCGAGCCAGGTGGATCAC--GAGGTCATGAGATCGAGACC         83 
 
Majority          ATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAA-TACAAAAAAT 
                  ---------+---------+---------+---------+---------+ 
                           110       120       130       140       150 
                  ---------+---------+---------+---------+---------+ 
AluSc             ATCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAA-TACAAAAATT        133 
AluSg             AGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAA-TACAAAAATT        133 
AluSp             AGCCTGACCAACATGGAGAAACCCCGTCTCTACTAAAAA-TACAAAAATT        135 
AluSq             AGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAA-TACAAAAATT        135 
AluSx             AGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAA-TACAAAAATT        135 
AluY              ATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAA-TACAAAAAAT        133 
AluYc             A------------CGGTGAAACCCCGTCTCTACTAAAAA-TACAAAAAAT        121 
AluYc3            A------------CGGTGAAACCCCGTCTCTACTAAAAA-TACAAAAAAT        121 
AluYc5            A------------CGGTGAAACCCCGTCTCTACTAAAAA-TACAAAAAAT        121 
AluYb8            ATCCTGGCTAACAAGGTGAAACCCCGTCTCTACTAAAAA-TACAAAAAAT        133 
AluYa8            ATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAC-TACAAAAAAT        133 
AluYa5            ATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAA-TACAAAAAAT        133 
480 gmk AluY      ATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAAATACAAAAAAA        148 
480 macaque  AluY ATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAAATACAAAAAAA        148 
480 rhesus AluY   ATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAAATACAAAAAAA        148 
480 omk AluSq     ATCCTGGTCAACATGGTGAAACCCCGTCTCTACTAAAAA-TACAAAAAAT        132 
 
Majority          -TAGCCGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGC 
                  ---------+---------+---------+---------+---------+ 
                           160       170       180       190       200 
                  ---------+---------+---------+---------+---------+ 
AluSc             --AGCCGGGCGTGGTGGCGCGCGCCTGTAGTCCCAGCTACTCGG-GAGGC        180 
AluSg             --AGCCGGGCGTGGTGGCGCGCGCCTGTAATCCCAGCTACTCGG-GAGGC        180 
AluSp             --AGCCGGGCGTGGTGGCGCATGCCTGTAATCCCAGCTACTCGG-GAGGC        182 
AluSq             --AGCCGGGCGTGGTGGCGGGCGCCTGTAATCCCAGCTACTCGG-GAGGC        182 
AluSx             --AGCCGGGCGTGGTGGCGCGCGCCTGTAATCCCAGCTACTCGG-GAGGC        182 
AluY              -TAGCCGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGC        181 
AluYc             -TAGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGC        169 
AluYc3            -TAGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGAGAGGC        170 
AluYc5            -TAGCCGGGCGCAGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGC        169 
AluYb8            -TAGCCGGGCGCAGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGC        181 
AluYa8            --AGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCTAGCTACTTGG-GAGGC        180 
AluYa5            T-AGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTGG-GAGGC        181 
480 gmk AluY      CTAGCCGGGCGAGGTGGCAGGCGCCTGTAGTCCCAGCTGCTCGG-GAGGC        197 
480 macaque  AluY CTAGCCGGGCGAGGTGGCAGGCGCCTGTAGTCCCAGCTGTTTGG-GAGGC        197 
480 rhesus AluY   CTAGCCGGGCGAGGTGGCGGGCGCCTGTAGTCCCAGCTGCTTGG-GAGTC        197 
480 omk AluSq     -TAGCTGGGCGCGGTGGCGCGTGCCTGTAATCCCAGTTACTCAG-GAGGC        180 
 
Majority          TGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCG 
                  ---------+---------+---------+---------+---------+ 
                           210       220       230       240       250 
                  ---------+---------+---------+---------+---------+ 
AluSc             TGAGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCG        230 
AluSg             TGAGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCG        230 
AluSp             TGAGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCGGTGAGCCG        232 
AluSq             TGAGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCG        232 
AluSx             TGAGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCG        232 
AluY              TGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCG        231 
AluYc             TGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCG        219 
AluYc3            TGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCG        220 
AluYc5            TGAGGCAGGAGAATGGCGTGAACCCGGAAGGCGGAGCTTGCAGTGAGCGG        219 
AluYb8            TGAGGCAGGAGAATGGCGTGAACCCGGGAAGCGGAGCTTGCAGTGAGCCG        231 
AluYa8            TGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCG        230 
AluYa5            TGAGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCG        231 
480 gmk AluY      TGAGGCAAGAGAATGGCGTGAACCTGGGAGGCGGAGCTTGCAGTGAGCTG        247 
480 macaque  AluY TGAGGCAAGAGAATGGCATGAACCGGGGAGGCGGAGCTTGCAGTGAGCTG        247 
480 rhesus AluY   TGAGGCAAGAGAATGGCGTGAACCGGGGAGGCGGAGCTTGCAGTGAGCTG        247 
480 omk AluSq     TGAGGCAGGAGAATTGCCTGAACCCAGGAGGCGGAGGTTGCAGTGAGCTG        230 
 
Majority          AGATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGAC 
                  ---------+---------+---------+---------+---------+ 
                           260       270       280       290       300 
                  ---------+---------+---------+---------+---------+ 
AluSc             AGATCGCGCCACTGCACTCCA-------GCCTGG-CGACA-GAGCGAGAC        271 
AluSg             AGATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGAC        272 



AluSp             AGATCGCGCCATTGCACTCCA-------GCCTGGGCAACAAGAGCGAAAC        275 
AluSq             AGATCGCGCCACTGCACTCCA-------GCCTGGGCAACAAGAGCGAAAC        275 
AluSx             AGATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGAC        274 
AluY              AGATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGAC        273 
AluYc             AGATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGAC        261 
AluYc3            AGATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGAC        262 
AluYc5            AGATCGCGCCACAGCACTCCC-------GCCTGGGCGACA-GAGCGAGAC        261 
AluYb8            AGATTGCGCCACTGCAGTCCGCAGTCCGGCCTGGGCGACA-GAGCGAGAC        280 
AluYa8            AGATCCCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGAC        272 
AluYa5            AGATCCCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGAC        273 
480 gmk AluY      AGATCCGGCCACTGCACTCCA-------GCCTGGGAGACA-GAGCGAGAC        289 
480 macaque  AluY AGATCTGGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGAC        289 
480 rhesus AluY   AGATCTGGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGAC        289 
480 omk AluSq     AGATCGCGCCACTGCACTCCA-------GCCTGGGTAACAAGAGCGAAAC        273 
 
Majority          TCCGTCTCAAAAAAAAAAAAAAAAAAAAXXXXXXXXXXXXXXXXXXXXXX 
                  ---------+---------+---------+---------+---------+ 
                           310       320       330       340       350 
                  ---------+---------+---------+---------+---------+ 
AluSc             TCCGTCTCAAAAAAAAAAAAAAAAAAAA                              299 
AluSg             TCCGTCTCAAAAAAAAAAAAAAAAAAAA                              300 
AluSp             TCCGTCTCAAAAAAAAAAAAAAAAAAAA                              303 
AluSq             TCCGTCTCAAAAAAAAAAAAAAAAAAAA                              303 
AluSx             TCCGTCTCAAAAAAAAAAAAAAAAAAAA                              302 
AluY              TCCGTCTCAAAAAAAAAAAAAAAAAAAA                              301 
AluYc             TCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA                    299 
AluYc3            TCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA                    300 
AluYc5            TCCGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA                    299 
AluYb8            TCCGTCTCAAAAAAAAAAAAAAAAAAAA                              308 
AluYa8            TCCGTCTCAAAAAAAAAAAAAAAAAAAA                              300 
AluYa5            TCCGTCTCAAAAAAAAAAAAAAAAAAAA                              301 
480 gmk AluY      TCTGTCTCAAAAAATTAAAAAATGAGTTTTGTGG                        323 
480 macaque  AluY TCTGTCTCAAAAAATAAAAAAATGAGTTTTGTGG                        323 
480 rhesus AluY   TCTGTCTCAAAAAATAAAAAAATGAGTTTTGTGG                        323 
480 omk AluSq     TCCGTCTCAAAAAAATAAATAAATAAATAATAAATAAATAAATAAATAAA        323 
 
Majority          XXXXXXX 
                  ------- 
                          
                  ------- 
AluSc                                                                       299 
AluSg                                                                       300 
AluSp                                                                       303 
AluSq                                                                       303 
AluSx                                                                       302 
AluY                                                                        301 
AluYc                                                                       299 
AluYc3                                                                      300 
AluYc5                                                                      299 
AluYb8                                                                      308 
AluYa8                                                                      300 
AluYa5                                                                      301 
480 gmk AluY                                                                323 
480 macaque  AluY                                                           323 
480 rhesus AluY                                                             323 
480 omk AluSq     TATTTCT                                                   330 
 
 
 
 
L1HS509 alignment 
 
Alignment Report of 'Untitled' -  ClustalV (Weighted) : Wednesday, February 12, 2003 2:31 PM 
 
Majority              CACTCATGACTGCCTGACTTCTGCCGACCTGTAAC-CTTACGTTCAGATT 
                      ---------+---------+---------+---------+---------+ 
                               10        20        30        40        50 
                      ---------+---------+---------+---------+---------+ 
509 human filled site CACTCATGACTGCCTGACTTCTGCCGACCTGTAAC-CTTACGTTCAGATT         49 
509 chimp             CACTCATGACTGCCTGACTTCTGCCGACCTGTAAC-CTTACGTTCAGATT         49 
509 pygmy chimp       CACTCATGACTGCCTGACTTCTGCCGACCTGTAAC-CTTACGTTCAGATT         49 
509 gorilla           CAGTCATGACTGCCTGACTTCTGCCGACCTGTAACTCTTACGTTCAGATT         50 
509 orangutan         CACTCATGACTGCCTGACTTCTGCCGACCTGTAAC-CTTACATTCAGATT         49 
509 green monkey      CACTCATGACTGCCTGACTTCTGCC-ACCTGTAAC-CTTACGTTCAGATT         48 
 



Majority              ATTCACCCGGCTT------------------------------------- 
                      ---------+---------+---------+---------+---------+ 
                               60        70        80        90        100 
                      ---------+---------+---------+---------+---------+ 
509 human filled site ATTCACCCAGCTTCTCAGTAAACTATCGCAAGAACAAAAAACCAAACACC         99 
509 chimp             ATTCACCCGGCTT-------------------------------------         62 
509 pygmy chimp       ATTCACCCGGCTT-------------------------------------         62 
509 gorilla           ATTCACCCGGCTT-------------------------------------         63 
509 orangutan         ATTCACCTGGCTT-------------------------------------         62 
509 green monkey      GTTGACCGGGCTT-------------------------------------         61 
 
Majority              -------------------------------------------------- 
                      ---------+---------+---------+---------+---------+ 
                               110       120       130       140       150 
                      ---------+---------+---------+---------+---------+ 
509 human filled site GCATATTCTCACTCATAGGTGGGAATTGAACAATGAGATCACATGGACAC        149 
509 chimp             --------------------------------------------------         62 
509 pygmy chimp       --------------------------------------------------         62 
509 gorilla           --------------------------------------------------         63 
509 orangutan         --------------------------------------------------         62 
509 green monkey      --------------------------------------------------         61 
 
Majority              -------------------------------------------------- 
                      ---------+---------+---------+---------+---------+ 
                               160       170       180       190       200 
                      ---------+---------+---------+---------+---------+ 
509 human filled site AGGAAGGGGAATATCACACTCTGGGGACTGTGGTGGGGTCGGGGGAGGGG        199 
509 chimp             --------------------------------------------------         62 
509 pygmy chimp       --------------------------------------------------         62 
509 gorilla           --------------------------------------------------         63 
509 orangutan         --------------------------------------------------         62 
509 green monkey      --------------------------------------------------         61 
 
Majority              -------------------------------------------------- 
                      ---------+---------+---------+---------+---------+ 
                               210       220       230       240       250 
                      ---------+---------+---------+---------+---------+ 
509 human filled site GGAGGGATAGCATTGGGAGATATACCTAATGCTAGATGACACATTAGTGG        249 
509 chimp             --------------------------------------------------         62 
509 pygmy chimp       --------------------------------------------------         62 
509 gorilla           --------------------------------------------------         63 
509 orangutan         --------------------------------------------------         62 
509 green monkey      --------------------------------------------------         61 
 
Majority              -------------------------------------------------- 
                      ---------+---------+---------+---------+---------+ 
                               260       270       280       290       300 
                      ---------+---------+---------+---------+---------+ 
509 human filled site GTGCAGCGCACCAGCATGGCACATGTATACATATGTAACTAACCTGCACA        299 
509 chimp             --------------------------------------------------         62 
509 pygmy chimp       --------------------------------------------------         62 
509 gorilla           --------------------------------------------------         63 
509 orangutan         --------------------------------------------------         62 
509 green monkey      --------------------------------------------------         61 
 
Majority              -------------------------------------------------- 
                      ---------+---------+---------+---------+---------+ 
                               310       320       330       340       350 
                      ---------+---------+---------+---------+---------+ 
509 human filled site ATGTGCACATGTACCCTAAAACTTAGAGTATAATAAAAAAAATAAAAATA        349 
509 chimp             --------------------------------------------------         62 
509 pygmy chimp       --------------------------------------------------         62 
509 gorilla           --------------------------------------------------         63 
509 orangutan         --------------------------------------------------         62 
509 green monkey      --------------------------------------------------         61 
 
Majority              -----------------------AGAATGCTATCCTATTGCTGC-CTCAT 
                      ---------+---------+---------+---------+---------+ 
                               360       370       380       390       400 
                      ---------+---------+---------+---------+---------+ 
509 human filled site AATAAAAAAATAAAAAAAAAAAAAGAATGCTATCCTATTGCTGC-CTCAT        398 
509 chimp             -----------------------AGAATGCTATCCTATTGCTGC-CTCAT         88 
509 pygmy chimp       -----------------------AGAATGCTATCCTATTGCTGC-CTCAT         88 
509 gorilla           -----------------------AGAATACTATCCTATTGCTGCTCTCAT         90 
509 orangutan         -----------------------AGAATGCTATCCTATTGCTGC-CTCAT         88 
509 green monkey      -----------------------AGAATGCTATC--------------AC         74 



 
Majority              CACCATTCACCAGCAATTTCCACAACAGAAGAGTAATCCCTG 
                      ---------+---------+---------+---------+-- 
                               410       420       430       440 
                      ---------+---------+---------+---------+-- 
509 human filled site CACCATTCACCAGCAATTTCCACAACAGAAGAGTAATCCCTG                440 
509 chimp             CACCATTCACCAGCAATTTCCACAACAGAAGAGTAATCCCTG                130 
509 pygmy chimp       CACCATTCACCAGCAATTTCCACAACAGAAGAGTAATCCCTG                130 
509 gorilla           CACCATTCACCAGCAATTTCCACAACAGAAGAGTAATCCCTG                132 
509 orangutan         CACCATTCACCAGCAATTTCCACAACAGAAGAGTAATCCCTG                130 
509 green monkey      CACCATTCACCAGCAATTTCCACAACAGAAGAGTAATCCCTG                116 
 
 
 
 
L1HS521 alignment 
 
Alignment Report of 'Untitled' -  ClustalV (Weighted) : Wednesday, February 12, 2003 4:06 PM 
 
Majority                  AAAGAGCAACCCTATACTTCATGCAAACTACATAGCCTGTGGCATTCATG 
                          ---------+---------+---------+---------+---------+ 
                                   10        20        30        40        50 
                          ---------+---------+---------+---------+---------+ 
521 genbank empty site    AAAGAGCAACCCTATACTTCATGCAAACTACATAGCCTGGGGCATTCATG         50 
521 chimp                 AAAGAGCAACCCTATACTTCATGCAAACTACATAGCCTGGGGCATTCATG         50 
521 orangutan             AAAGAGCAACCCTATACTTCATGCAAACTACATAGCCTGTGGCATTCACG         50 
521 gmk small product     AAAGAGCAACCCTATACTTCATGCAAACTACATAGCCTGTGGCATTCATG         50 
521 macaque small product AAAGAGCAACCCTATACTTCATGCAAACTACATAGCCTGTGGCATTCATG         50 
521 omk                   AAAGAGCAACCCTATACTTCATGCAAACTACACAGCCTGTGTCATTCATG         50 
521 gmk large product     AAAGAGCAACCCTATACTTCATGCAAACTACATAGCCTGTGGCATTCATG         50 
521 macaque large product AAAGAGCAACCCTATACTTCATGCAAACTACATAGCCTGTGGCATTCATG         50 
 
Majority                  GAGTGACGAACAGAGAAAAAAATAGTTTTAAAGTGCAAAGGAAACTGGAG 
                          ---------+---------+---------+---------+---------+ 
                                   60        70        80        90        100 
                          ---------+---------+---------+---------+---------+ 
521 genbank empty site    TGGTGAAGAACAGAGAAAAAA-TATTTTTAAGATGCAAAGGAAACTGGAG         99 
521 chimp                 TAGTGAAGAACAGAGAAAAAA-TATTTTTAAGATGCAAAGGAAACTGGAG         99 
521 orangutan             TTGTGAAGAACAGAGAAAAAA-TATTTTTAAAGTGCAAAAGAAACTGGAG         99 
521 gmk small product     GAGTGATGAACAGAGAAAAAAAAAGTTTTAAACTGCAAAGGAAAC--GAG         98 
521 macaque small product GAGTGACGAACAGAGAAAAAAATAGTTTTGAAGTGCAAAGGTAACTGGAG        100 
521 omk                   GAGTGACGAACAGAGAAAAAAATAGTTTTAAAGTGCAAAGGAAACTGGAG        100 
521 gmk large product     GAGTGACGAACAGAGAAAAAAATAGTTTTAAAGTGCAAAGGAAACTGGAG        100 
521 macaque large product GAGTGACGAACAGAGAAAAAAATAGTTTTAAAGTGCAAAGGAAACTGGAG        100 
 
Majority                  ATTTTTTT-AAGGAAAATCAGT---------------------------- 
                          ---------+---------+---------+---------+---------+ 
                                   110       120       130       140       150 
                          ---------+---------+---------+---------+---------+ 
521 genbank empty site    ATTTTTTT-AAGGAAAATCAAT----------------------------        120 
521 chimp                 ATTTTTTT-AAGGAAAATCAAT----------------------------        120 
521 orangutan             ATTTTTTT-AAGGAAAATCAAT----------------------------        120 
521 gmk small product     ATTTTTTT-AAGGAAAATCAGT----------------------------        119 
521 macaque small product ATTTTTTT-AAGGAAAATCAGT----------------------------        121 
521 omk                   ATTTTTTTTAAGGAAAATCAGT----------------------------        122 
521 gmk large product     ATTTTTTA-AAGGAAAATCAGTAGCTGGGCGTGGTGGCTCACACCTGTAA        149 
521 macaque large product ATTTTTTA-AAGGAAAATCAGTAGCTGGGCGTGGTGGCTCACACCTGTAA        149 
 
Majority                  -------------------------------------------------- 
                          ---------+---------+---------+---------+---------+ 
                                   160       170       180       190       200 
                          ---------+---------+---------+---------+---------+ 
521 genbank empty site    --------------------------------------------------        120 
521 chimp                 --------------------------------------------------        120 
521 orangutan             --------------------------------------------------        120 
521 gmk small product     --------------------------------------------------        119 
521 macaque small product --------------------------------------------------        121 
521 omk                   --------------------------------------------------        122 
521 gmk large product     TCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAGATT        199 
521 macaque large product TCCCAGCACTTTGGGAGGCCGAGGCGGGCGGATCACGAGGTCAGGAGATT        199 
 
Majority                  -------------------------------------------------- 
                          ---------+---------+---------+---------+---------+ 
                                   210       220       230       240       250 
                          ---------+---------+---------+---------+---------+ 



521 genbank empty site    --------------------------------------------------        120 
521 chimp                 --------------------------------------------------        120 
521 orangutan             --------------------------------------------------        120 
521 gmk small product     --------------------------------------------------        119 
521 macaque small product --------------------------------------------------        121 
521 omk                   --------------------------------------------------        122 
521 gmk large product     GAGACCATCTTGGCTAACACAGTGAAAACCCGTCTCTACTAAAAATACAA        249 
521 macaque large product GAGACCATCTTGGCTAACACAGTGAAAACCCGTCTCTACTAAAAATACAA        249 
 
Majority                  -------------------------------------------------- 
                          ---------+---------+---------+---------+---------+ 
                                   260       270       280       290       300 
                          ---------+---------+---------+---------+---------+ 
521 genbank empty site    --------------------------------------------------        120 
521 chimp                 --------------------------------------------------        120 
521 orangutan             --------------------------------------------------        120 
521 gmk small product     --------------------------------------------------        119 
521 macaque small product --------------------------------------------------        121 
521 omk                   --------------------------------------------------        122 
521 gmk large product     AAAATTAGCTGGGCGTGTGGTGGGCGCCTGTAATCCCAGCTGCTCGGGAG        299 
521 macaque large product AAAATTAGCTGGGCGTGTGGTGGGCGCCTGTAATCCCAGCTGCTCGGGAG        299 
 
Majority                  -------------------------------------------------- 
                          ---------+---------+---------+---------+---------+ 
                                   310       320       330       340       350 
                          ---------+---------+---------+---------+---------+ 
521 genbank empty site    --------------------------------------------------        120 
521 chimp                 --------------------------------------------------        120 
521 orangutan             --------------------------------------------------        120 
521 gmk small product     --------------------------------------------------        119 
521 macaque small product --------------------------------------------------        121 
521 omk                   --------------------------------------------------        122 
521 gmk large product     GCTGAGACAGGAGAATGGTGTGAACCCAGGAGGCAGAGCTTGCAGTGAGC        349 
521 macaque large product GCTGAGACAGGAGAATGGTGTGAACCCAGGAGGCAGAGCTTGCAGTGAGC        349 
 
Majority                  -------------------------------------------------- 
                          ---------+---------+---------+---------+---------+ 
                                   360       370       380       390       400 
                          ---------+---------+---------+---------+---------+ 
521 genbank empty site    --------------------------------------------------        120 
521 chimp                 --------------------------------------------------        120 
521 orangutan             --------------------------------------------------        120 
521 gmk small product     --------------------------------------------------        119 
521 macaque small product --------------------------------------------------        121 
521 omk                   --------------------------------------------------        122 
521 gmk large product     TGAGATTGCATCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCTGTC        399 
521 macaque large product TGAGATTGCATCACTGCACTCCAGCCTGGGCGACAGAGCGAGACTCTGTC        399 
 
Majority                  ----------------------------------------GAAGGAAGAA 
                          ---------+---------+---------+---------+---------+ 
                                   410       420       430       440       450 
                          ---------+---------+---------+---------+---------+ 
521 genbank empty site    ----------------------------------------GAAGGAAGAA        130 
521 chimp                 ----------------------------------------GAAGGAAGAA        130 
521 orangutan             ----------------------------------------GAGGGAAGAA        130 
521 gmk small product     ----------------------------------------GAAGGAAGGA        129 
521 macaque small product ----------------------------------------GAAGGAAGAA        131 
521 omk                   ----------------------------------------GGAGGAAGAA        132 
521 gmk large product     TCAAAAAAAAAAAAAAAAAAAAAA-GAAAGGGAAATCAGTGAAGGAAGAA        448 
521 macaque large product TCAAAAAAAAAAAAAAAAAAAAAAAGAAAGGAAAATCAGTGAAGGAAGAA        449 
 
Majority                  ACCTTTATTGGCTTCTCCTTTTGGTG 
                          ---------+---------+------ 
                                   460       470     
                          ---------+---------+------ 
521 genbank empty site    ACCTTTATTGGCTTCTCCTTTTGGTG                                156 
521 chimp                 ACCTTTATTGGCTTCTCCTTTTGGTG                                156 
521 orangutan             ACCTTTATTGGCTTCTCCTTTTGGTG                                156 
521 gmk small product     ACCTTTATTGGCTTCTCCTTTTGGTG                                155 
521 macaque small product ACCTTTATTGGCTTCTCCTTTTGGTG                                157 
521 omk                   ACGTTTATTGGCTTCTCCTTTTGGTG                                158 
521 gmk large product     ACCTTTATTGGCTTCTCCTTTTGGTG                                474 
521 macaque large product ACCTTTATTGGCTTCTCCTTTTGGTG                                475 
 
 
 



 
L1HS521 Alu alignment 
 
Alignment Report of 'Untitled' -  ClustalV (Weighted) : Wednesday, February 12, 2003 4:11 PM 
 
Majority         --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA 
                 ---------+---------+---------+---------+---------+ 
                          10        20        30        40        50 
                 ---------+---------+---------+---------+---------+ 
AluSc            --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluSg            --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluSp            --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluSq            --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluSx            --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluY             --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluYc            --------------RGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluYc3           --------------RGCCGGGCGCGGTGGCTCACGCTTGTAATCCCAGCA         36 
AluYc5           --------------RGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluYb8           --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluYa8           --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
AluYa5           --------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCA         36 
521 gmk AluY     AAAGGAAAATCAGTAGCTGGGCGTGGTGGCTCACACCTGTAATCCCAGCA         50 
521 macaque AluY AAAGGAAAATCAGTAGCTGGGCGTGGTGGCTCACACCTGTAATCCCAGCA         50 
 
Majority         CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC 
                 ---------+---------+---------+---------+---------+ 
                          60        70        80        90        100 
                 ---------+---------+---------+---------+---------+ 
AluSc            CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAAGAGATCGAGACC         84 
AluSg            CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGTTCGAGACC         84 
AluSp            CTTTGGGAGGCCGAGGCGGGCGGATCACCTGAGGTCGGGAGTTCGAGACC         86 
AluSq            CTTTGGGAGGCCGAGGCGGGTGGATCACCTGAGGTCAGGAGTTCGAGACC         86 
AluSx            CTTTGGGAGGCCGAGGCGGGCGGATCACCTGAGGTCAGGAGTTCGAGACC         86 
AluY             CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
AluYc            CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
AluYc3           CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
AluYc5           CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
AluYb8           CTTTGGGAGGCCGAGGCGGGTGGATCAT--GAGGTCAGGAGATCGAGACC         84 
AluYa8           CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
AluYa5           CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACC         84 
521 gmk AluY     CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATTGAGACC         98 
521 macaque AluY CTTTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATTGAGACC         98 
 
Majority         ATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATT 
                 ---------+---------+---------+---------+---------+ 
                          110       120       130       140       150 
                 ---------+---------+---------+---------+---------+ 
AluSc            ATCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAA-TT        133 
AluSg            AGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAA-TT        133 
AluSp            AGCCTGACCAACATGGAGAAACCCCGTCTCTACTAAAAATACAAAAA-TT        135 
AluSq            AGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAA-TT        135 
AluSx            AGCCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAA-TT        135 
AluY             ATCCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATT        134 
AluYc            ------------ACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATT        122 
AluYc3           ------------ACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATT        122 
AluYc5           ------------ACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATT        122 
AluYb8           ATCCTGGCTAACAAGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATT        134 
AluYa8           ATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAACTACAAAAAAT-        133 
AluYa5           ATCCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATT        134 
521 gmk AluY     ATCTTGGCTAACACAGTGAAAACCCGTCTCTACTAAAAATACAAAAAATT        148 
521 macaque AluY ATCTTGGCTAACACAGTGAAAACCCGTCTCTACTAAAAATACAAAAAATT        148 
 
Majority         AGCCGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTG 
                 ---------+---------+---------+---------+---------+ 
                          160       170       180       190       200 
                 ---------+---------+---------+---------+---------+ 
AluSc            AGCCGGGCGTGGTGGCGCGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTG        182 
AluSg            AGCCGGGCGTGGTGGCGCGCGCCTGTAATCCCAGCTACTCGG-GAGGCTG        182 
AluSp            AGCCGGGCGTGGTGGCGCATGCCTGTAATCCCAGCTACTCGG-GAGGCTG        184 
AluSq            AGCCGGGCGTGGTGGCGGGCGCCTGTAATCCCAGCTACTCGG-GAGGCTG        184 
AluSx            AGCCGGGCGTGGTGGCGCGCGCCTGTAATCCCAGCTACTCGG-GAGGCTG        184 
AluY             AGCCGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTG        183 
AluYc            AGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTG        171 
AluYc3           AGCCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGAGAGGCTG        172 
AluYc5           AGCCGGGCGCAGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTG        171 



AluYb8           AGCCGGGCGCAGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTG        183 
AluYa8           AGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCTAGCTACTTGG-GAGGCTG        182 
AluYa5           AGCCGGGCGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTGG-GAGGCTG        183 
521 gmk AluY     AGCTGGGCGT-GTGGTGGGCGCCTGTAATCCCAGCTGCTCGG-GAGGCTG        196 
521 macaque AluY AGCTGGGCGT-GTGGTGGGCGCCTGTAATCCCAGCTGCTCGG-GAGGCTG        196 
 
Majority         AGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAG 
                 ---------+---------+---------+---------+---------+ 
                          210       220       230       240       250 
                 ---------+---------+---------+---------+---------+ 
AluSc            AGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAG        232 
AluSg            AGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAG        232 
AluSp            AGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCGGTGAGCCGAG        234 
AluSq            AGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAG        234 
AluSx            AGGCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAG        234 
AluY             AGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAG        233 
AluYc            AGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAG        221 
AluYc3           AGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAG        222 
AluYc5           AGGCAGGAGAATGGCGTGAACCCGGAAGGCGGAGCTTGCAGTGAGCGGAG        221 
AluYb8           AGGCAGGAGAATGGCGTGAACCCGGGAAGCGGAGCTTGCAGTGAGCCGAG        233 
AluYa8           AGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAG        232 
AluYa5           AGGCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAG        233 
521 gmk AluY     AGACAGGAGAATGGTGTGAACCCAGGAGGCAGAGCTTGCAGTGAGCTGAG        246 
521 macaque AluY AGACAGGAGAATGGTGTGAACCCAGGAGGCAGAGCTTGCAGTGAGCTGAG        246 
 
Majority         ATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC 
                 ---------+---------+---------+---------+---------+ 
                          260       270       280       290       300 
                 ---------+---------+---------+---------+---------+ 
AluSc            ATCGCGCCACTGCACTCCA-------GCCTGG-CGACA-GAGCGAGACTC        273 
AluSg            ATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC        274 
AluSp            ATCGCGCCATTGCACTCCA-------GCCTGGGCAACAAGAGCGAAACTC        277 
AluSq            ATCGCGCCACTGCACTCCA-------GCCTGGGCAACAAGAGCGAAACTC        277 
AluSx            ATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC        276 
AluY             ATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC        275 
AluYc            ATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC        263 
AluYc3           ATCGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC        264 
AluYc5           ATCGCGCCACAGCACTCCC-------GCCTGGGCGACA-GAGCGAGACTC        263 
AluYb8           ATTGCGCCACTGCAGTCCGCAGTCCGGCCTGGGCGACA-GAGCGAGACTC        282 
AluYa8           ATCCCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC        274 
AluYa5           ATCCCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC        275 
521 gmk AluY     ATTGCATCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC        288 
521 macaque AluY ATTGCATCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTC        288 
 
Majority         CGTCTCAAAAAAAAAAAAAAAAAAAAXXXXXXXXXXXXXXXXXX 
                 ---------+---------+---------+---------+---- 
                          310       320       330       340   
                 ---------+---------+---------+---------+---- 
AluSc            CGTCTCAAAAAAAAAAAAAAAAAAAA                                299 
AluSg            CGTCTCAAAAAAAAAAAAAAAAAAAA                                300 
AluSp            CGTCTCAAAAAAAAAAAAAAAAAAAA                                303 
AluSq            CGTCTCAAAAAAAAAAAAAAAAAAAA                                303 
AluSx            CGTCTCAAAAAAAAAAAAAAAAAAAA                                302 
AluY             CGTCTCAAAAAAAAAAAAAAAAAAAA                                301 
AluYc            CGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA                      299 
AluYc3           CGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA                      300 
AluYc5           CGTCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA                      299 
AluYb8           CGTCTCAAAAAAAAAAAAAAAAAAAA                                308 
AluYa8           CGTCTCAAAAAAAAAAAAAAAAAAAA                                300 
AluYa5           CGTCTCAAAAAAAAAAAAAAAAAAAA                                301 
521 gmk AluY     TGTCTCAAAAAAAAAAAAAAAAAAAAAA-GAAAGGGAAATCAGT              331 
521 macaque AluY TGTCTCAAAAAAAAAAAAAAAAAAAAAAAGAAAGGAAAATCAGT              332 
 
 
 
 
L1HS561 alignment 
 
Alignment Report of 'Untitled' -  ClustalV (Weighted) : Wednesday, February 12, 2003 4:32 PM 
 
Majority               TACCCATTTAAAGGGCAAAGTGAAACATACAATATAAGATTGCTT----- 
                       ---------+---------+---------+---------+---------+ 
                                10        20        30        40        50 
                       ---------+---------+---------+---------+---------+ 
561 genbank empty site TACCCATTTAAAGGGCAAAGTGAAACATACAATATAAGATTGCTT-----         45 



561 chimp              TACCCATTTAAAGGGCAAAGTGAAACATACAATATAAGATTGCTT-----         45 
561 gorilla            TACCCATTTAAAGGGCAAAGTGAAACATACAATATAAGATTGCTTCTTTT         50 
561 orangutan          TACCCATTTAAAGGGCAAAGTGAAACGTACAATATAAGATTGCTT-----         45 
 
Majority               -------------------------------------------------- 
                       ---------+---------+---------+---------+---------+ 
                                60        70        80        90        100 
                       ---------+---------+---------+---------+---------+ 
561 genbank empty site --------------------------------------------------         45 
561 chimp              --------------------------------------------------         45 
561 gorilla            TTTTTGAGACGGAGTCTTGCTTTGTCGCCCAGGCTGGAGTGCAGTGGCGC        100 
561 orangutan          --------------------------------------------------         45 
 
Majority               -------------------------------------------------- 
                       ---------+---------+---------+---------+---------+ 
                                110       120       130       140       150 
                       ---------+---------+---------+---------+---------+ 
561 genbank empty site --------------------------------------------------         45 
561 chimp              --------------------------------------------------         45 
561 gorilla            GATCTCGGCTCACTGCAAGCTCCACCTCCCGGGTTCACGCCATTCTCCTG        150 
561 orangutan          --------------------------------------------------         45 
 
Majority               -------------------------------------------------- 
                       ---------+---------+---------+---------+---------+ 
                                160       170       180       190       200 
                       ---------+---------+---------+---------+---------+ 
561 genbank empty site --------------------------------------------------         45 
561 chimp              --------------------------------------------------         45 
561 gorilla            CCTCAGCCTCCCGAGTAGCTGGGACTACAGGCGCCCACTACCACGCCCGG        200 
561 orangutan          --------------------------------------------------         45 
 
Majority               -------------------------------------------------- 
                       ---------+---------+---------+---------+---------+ 
                                210       220       230       240       250 
                       ---------+---------+---------+---------+---------+ 
561 genbank empty site --------------------------------------------------         45 
561 chimp              --------------------------------------------------         45 
561 gorilla            CTAATTTTTTGTATTTTTAGTAGAGACGGTGTTTCACCGTGTTAGCCAGG        250 
561 orangutan          --------------------------------------------------         45 
 
Majority               -------------------------------------------------- 
                       ---------+---------+---------+---------+---------+ 
                                260       270       280       290       300 
                       ---------+---------+---------+---------+---------+ 
561 genbank empty site --------------------------------------------------         45 
561 chimp              --------------------------------------------------         45 
561 gorilla            ATGGTCTCGATCTCCTGACCTCGTGATCCGCCCGCCTCGGCCTCCCAAAG        300 
561 orangutan          --------------------------------------------------         45 
 
Majority               ------------------------------------------------TT 
                       ---------+---------+---------+---------+---------+ 
                                310       320       330       340       350 
                       ---------+---------+---------+---------+---------+ 
561 genbank empty site ------------------------------------------------TT         47 
561 chimp              ------------------------------------------------TT         47 
561 gorilla            TGCTGGGATTACAGGCGTGAGCCACCGCGCCCGGCCATAAGATTGCTTTT        350 
561 orangutan          ------------------------------------------------TT         47 
 
Majority               TAAGAGTAACTCAGAAATTTCAAAATACAAATTTGAATAGCAGCATTAGT 
                       ---------+---------+---------+---------+---------+ 
                                360       370       380       390       400 
                       ---------+---------+---------+---------+---------+ 
561 genbank empty site TAAGAGTAACTCAGAAATTTCAAAATACAAATTTGAATAGCAGCATTAGT         97 
561 chimp              TAAGAGTAACTCAGAAATTTCAAAATACAAATTTGAATAGCAGCATTAGT         97 
561 gorilla            TAAGAGTAACTCAGAAATTTCAAAATACAAATTTGAATAGCAGCATTAGT        400 
561 orangutan          TAAGAGTAACTCAGAAATTTCAAAATACAAATTTGAATAGCAGCATTAGT         97 
 
Majority               GGTTTAAATGGGTAG 
                       ---------+----- 
                                410    
                       ---------+----- 
561 genbank empty site GGTTTAAATGGGTAG                                           112 
561 chimp              GGTTTAAATGGGTAG                                           112 
561 gorilla            GGTTTAAATGGGTAG                                           415 
561 orangutan          GGTTTAAATGGGTAG                                           112 
 



 
 
 
L1HS561 Alu alignment 
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Majority         ------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACT 
                 ---------+---------+---------+---------+---------+ 
                          10        20        30        40        50 
                 ---------+---------+---------+---------+---------+ 
AluSc            ------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACT         38 
AluSg            ------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACT         38 
AluSp            ------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACT         38 
AluSq            ------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACT         38 
AluSx            ------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACT         38 
AluY             ------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACT         38 
AluYc            ------------RGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACT         38 
AluYc3           ------------RGCCGGGCGCGGTGGCTCACGCTTGTAATCCCAGCACT         38 
AluYc5           ------------RGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACT         38 
AluYb8           ------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACT         38 
AluYa8           ------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACT         38 
AluYa5           ------------GGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACT         38 
561 gorilla AluY AAGCAATCTTATGGCCGGGCGCGGTGGCTCACGCCTGTAATCCCAGCACT         50 
 
Majority         TTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCAT 
                 ---------+---------+---------+---------+---------+ 
                          60        70        80        90        100 
                 ---------+---------+---------+---------+---------+ 
AluSc            TTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAAGAGATCGAGACCAT         86 
AluSg            TTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGTTCGAGACCAG         86 
AluSp            TTGGGAGGCCGAGGCGGGCGGATCACCTGAGGTCGGGAGTTCGAGACCAG         88 
AluSq            TTGGGAGGCCGAGGCGGGTGGATCACCTGAGGTCAGGAGTTCGAGACCAG         88 
AluSx            TTGGGAGGCCGAGGCGGGCGGATCACCTGAGGTCAGGAGTTCGAGACCAG         88 
AluY             TTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCAT         86 
AluYc            TTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCAC         86 
AluYc3           TTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCAC         86 
AluYc5           TTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCAC         86 
AluYb8           TTGGGAGGCCGAGGCGGGTGGATCAT--GAGGTCAGGAGATCGAGACCAT         86 
AluYa8           TTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCAT         86 
AluYa5           TTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCAT         86 
561 gorilla AluY TTGGGAGGCCGAGGCGGGCGGATCAC--GAGGTCAGGAGATCGAGACCAT         98 
 
Majority         CCTGGCTAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAG 
                 ---------+---------+---------+---------+---------+ 
                          110       120       130       140       150 
                 ---------+---------+---------+---------+---------+ 
AluSc            CCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATT-AG        135 
AluSg            CCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATT-AG        135 
AluSp            CCTGACCAACATGGAGAAACCCCGTCTCTACTAAAAATACAAAAATT-AG        137 
AluSq            CCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATT-AG        137 
AluSx            CCTGGCCAACATGGTGAAACCCCGTCTCTACTAAAAATACAAAAATT-AG        137 
AluY             CCTGGCTAACACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAG        136 
AluYc            ------------GGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAG        124 
AluYc3           ------------GGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAG        124 
AluYc5           ------------GGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAG        124 
AluYb8           CCTGGCTAACAAGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAG        136 
AluYa8           CCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAACTACAAAAAAT-AG        135 
AluYa5           CCCGGCTAAAACGGTGAAACCCCGTCTCTACTAAAAATACAAAAAATTAG        136 
561 gorilla AluY CCTGGCTAACACGGTGAAACACCGTCTCTACTAAAAATACAAAAAATTAG        148 
 
Majority         CCGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAG 
                 ---------+---------+---------+---------+---------+ 
                          160       170       180       190       200 
                 ---------+---------+---------+---------+---------+ 
AluSc            CCGGGCGTGGTGGCGCGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAG        184 
AluSg            CCGGGCGTGGTGGCGCGCGCCTGTAATCCCAGCTACTCGG-GAGGCTGAG        184 
AluSp            CCGGGCGTGGTGGCGCATGCCTGTAATCCCAGCTACTCGG-GAGGCTGAG        186 
AluSq            CCGGGCGTGGTGGCGGGCGCCTGTAATCCCAGCTACTCGG-GAGGCTGAG        186 
AluSx            CCGGGCGTGGTGGCGCGCGCCTGTAATCCCAGCTACTCGG-GAGGCTGAG        186 
AluY             CCGGGCGTGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAG        185 
AluYc            CCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAG        173 
AluYc3           CCGGGCGCGGTGGCGGGCGCCTGTAGTCCCAGCTACTCGGAGAGGCTGAG        174 
AluYc5           CCGGGCGCAGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAG        173 
AluYb8           CCGGGCGCAGTGGCGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAG        185 



AluYa8           CCGGGCGTAGTGGCGGGCGCCTGTAGTCCTAGCTACTTGG-GAGGCTGAG        184 
AluYa5           CCGGGCGTAGTGGCGGGCGCCTGTAGTCCCAGCTACTTGG-GAGGCTGAG        185 
561 gorilla AluY CCGGGCGTGGTAGTGGGCGCCTGTAGTCCCAGCTACTCGG-GAGGCTGAG        197 
 
Majority         GCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGAT 
                 ---------+---------+---------+---------+---------+ 
                          210       220       230       240       250 
                 ---------+---------+---------+---------+---------+ 
AluSc            GCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAGAT        234 
AluSg            GCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAGAT        234 
AluSp            GCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCGGTGAGCCGAGAT        236 
AluSq            GCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAGAT        236 
AluSx            GCAGGAGAATCGCTTGAACCCGGGAGGCGGAGGTTGCAGTGAGCCGAGAT        236 
AluY             GCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGAT        235 
AluYc            GCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGAT        223 
AluYc3           GCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGAT        224 
AluYc5           GCAGGAGAATGGCGTGAACCCGGAAGGCGGAGCTTGCAGTGAGCGGAGAT        223 
AluYb8           GCAGGAGAATGGCGTGAACCCGGGAAGCGGAGCTTGCAGTGAGCCGAGAT        235 
AluYa8           GCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGAT        234 
AluYa5           GCAGGAGAATGGCGTGAACCCGGGAGGCGGAGCTTGCAGTGAGCCGAGAT        235 
561 gorilla AluY GCAGGAGAATGGCGTGAACCCGGGAGGTGGAGCTTGCAGTGAGCCGAGAT        247 
 
Majority         CGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTCCG 
                 ---------+---------+---------+---------+---------+ 
                          260       270       280       290       300 
                 ---------+---------+---------+---------+---------+ 
AluSc            CGCGCCACTGCACTCCA-------GCCTGG-CGACA-GAGCGAGACTCCG        275 
AluSg            CGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTCCG        276 
AluSp            CGCGCCATTGCACTCCA-------GCCTGGGCAACAAGAGCGAAACTCCG        279 
AluSq            CGCGCCACTGCACTCCA-------GCCTGGGCAACAAGAGCGAAACTCCG        279 
AluSx            CGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTCCG        278 
AluY             CGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTCCG        277 
AluYc            CGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTCCG        265 
AluYc3           CGCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTCCG        266 
AluYc5           CGCGCCACAGCACTCCC-------GCCTGGGCGACA-GAGCGAGACTCCG        265 
AluYb8           TGCGCCACTGCAGTCCGCAGTCCGGCCTGGGCGACA-GAGCGAGACTCCG        284 
AluYa8           CCCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTCCG        276 
AluYa5           CCCGCCACTGCACTCCA-------GCCTGGGCGACA-GAGCGAGACTCCG        277 
561 gorilla AluY CGCGCCACTGCACTCCA-------GCCTGGGCGACA-AAGCAAGACTCCG        289 
 
Majority         TCTCAAAAAAAAAAAAAAAAAAAAXXXXXXXXXX 
                 ---------+---------+---------+---- 
                          310       320       330   
                 ---------+---------+---------+---- 
AluSc            TCTCAAAAAAAAAAAAAAAAAAAA                                  299 
AluSg            TCTCAAAAAAAAAAAAAAAAAAAA                                  300 
AluSp            TCTCAAAAAAAAAAAAAAAAAAAA                                  303 
AluSq            TCTCAAAAAAAAAAAAAAAAAAAA                                  303 
AluSx            TCTCAAAAAAAAAAAAAAAAAAAA                                  302 
AluY             TCTCAAAAAAAAAAAAAAAAAAAA                                  301 
AluYc            TCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA                        299 
AluYc3           TCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA                        300 
AluYc5           TCTCAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA                        299 
AluYb8           TCTCAAAAAAAAAAAAAAAAAAAA                                  308 
AluYa8           TCTCAAAAAAAAAAAAAAAAAAAA                                  300 
AluYa5           TCTCAAAAAAAAAAAAAAAAAAAA                                  301 
561 gorilla AluY TCTCAAAAAAAAAGAAGCAATCTTAT                                315 
 
 
 
  
 
 
 
 
 


