Figure S1

Percent of fixed AluYb8/9 detected

100
»®e
% f ; T o
[}
L
80 ‘.
70 b
® Alur
60 © Brahmin
@ Hema
@ Irula
50 @ Luhya
® Madiga
® Mala
40 1 ® Pygmy
@® Tuscan
30 o Vietmamess
20
10 |
O PR | " " " " PR R SR A | PETE |
10 10° 10° 10

Number of Indexed Read Sets per Individual



Figure S2

100 T T T I T
90 |
©
©n g 80
(U ) - e
Q
< A 70| /
= 0 H
T 2 60 L :
= g [
3 = 50 F I,'
— Q
S 2 aof !
- = .
55 =
% g 30-'/
* c 20';’
10H
é
O!' ] ] ] ] 1 ] ] ]
0 200 400 600 800 1000 1200 1400 1600 7)0\9

Fixed AluYb8/9 insertion loci
ordered by frequency of detection



Figure S3
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Figure S4
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Figure S5
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Figure S6
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Figure S7

Number of AluYb8/9 Loci
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