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Yb8NBC8
Yb8NBC133
Yb8NBC170
Yb8NBC195
Yb8NBC221
Yb8NBC239
Yb8NBC242
Yb8NBC246
Yb8DP16
Yb8NBC256
Yb8NBC269
Yb8NBC30
Yb8NBC415
Yb8NBC427
Yb8NBC432
Yb8NBC483
Yb8NBC594
Yb8NBC595
Yb8NBC613
Yb8NBC634
Yb8NBC75
Yb8DP30
Yb8DP31
Yb8DP32
Yb8DP34
Yb8DP36
Yb8DP37
Yb8DP38
Yb8DP39
Yb8DP4
Yb8DP40
Yb8DP41
Yb8DP42
Yb8DP43
Yb8DP44
Yb8DP45
Yb8DP46
Yb8DP47
Yb8DP48
Yb8DP49
Yb8DP5

- - - - - - - - GGCAGGGCGCGGTGGCT CACGCCTGA AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGGTCA- - TGA GGT CAGGAGATCGA
- - - - - - - - - - - - - - - CGCGGTGGCGGGCGCCTGT AGT CCCAGCTACTCGGGA GGCTGA GGCAGGAGA ATGGCGTGA ACCCGGGAA GCGGA
- - - - - - - - - GCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - G- CCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
A C- - - - CCGGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
A - - - - - T TAGCCGGGCGCGGTGGCGGGCGCCTGT AGT CCCAGCTACTCGGGA GGCTGA GGCAGGAGA ATGGCGTGA ACCCGGGAA GCGGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - C- - CTGGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
A AA- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATT GA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - G- CCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCTGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGAGATCGA
G- - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
A - - - - - - TGGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
A - - - - - - - GGCCGGGCGTGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - CTGGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - TGGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - CGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - G- CCGGGCGCGGTG- - T CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - - GCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGT CGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
GG- - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - G- CCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - - GCCGGGCGCGGTGGCT CACGCCTAT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
G- - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGTCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - G- CCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - - - - - - - - - - - - - - GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - - - - - - - - CGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCTGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGT GGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - - GCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA G- CCGA G- CGGGCGGATCAC- - GA GGT CAGGAGATCGA
- - - - - - - - G- CTGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
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- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
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Yb8DP50
Yb8DP51
Yb8DP52
Yb8DP53
Yb8DP54
Yb8DP55
Yb8DP56
Yb8DP58
Yb8DP59
Yb8DP61
Yb8DP62
Yb8DP63
Yb8DP65
Yb8DP66
Yb8DP67
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- - - - - - - - G- CCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - G- CCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - - GCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCTGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCA GGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - CGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GAT CAGGAGATCGA
- - - - - - - - - GCCGGGCGCA GTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGCA TGGATCACT TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGT GCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCA GGT GTGGTGGCT CACGCCTGCAGT CCCAGCACT TTGGGA GGCTGA GGCAGGTGGATCACCTGA GGT CAGGAGTTT GA
- - - - - - - - - GCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCTGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
G- - - - - - - - GCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
GTACTACAGGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - CGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - CGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGGGGTGGCT CACACCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCAGATCAC- - GA GGT CAGGAGATCGA
- - - CTG- - GGCCGGGT GTGGTGGCT CCCGCCTGT CAT CCCAGCACT TTGGGA GGCCGA GGCGGGCGGATCAC- - GA GGT CAGGAGATCGA
- - - - - - - - GGCAGGGCGCGGTGGCT CACGCCTGA AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGGTCA- - TGA GGT CAGGAGATCGA
- - - - - - - - - GCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - - - - - - - - CGCGGTGGCGGGCGCCTGT AGT CCCAGCTACTCGGGA GGCTGA GGCAGGAGA ATGGCGTGA ACCCGGGAA GCGGA
- - - - - - - - G- CCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
A C- - - - CCGGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
A - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - C- - CTGGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
A AA- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATT GA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - G- CCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCTGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - GGAGATCGA
G- - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
A - - - - - - TGGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
A - - - - - - - GGCCGGGCGTGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
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- - - - - - CTGGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - TGGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - CGA GGT CAGGAGATCGA
- - - - - - - - GGCCGGGCGCGGTGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTGGATCA- - TGA GGT CAGGAGATCGA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - CT CT- - - - - - - - - - - - - - - - - - - AT - - - - - - - GGT CAGGAGATCGA
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T C- - - - - - - - - -
G- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - -
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