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YC1DP1
YC1DP10
YC1DP11
YC1DP12
YC1DP13
YC1DP14
YC1DP15
YC1DP16
YC1DP17
YC1DP18
YC1DP19
YC1DP2
YC1DP20
YC1DP22
YC1DP23
YC1DP27
YC1DP29
YC1DP3
YC1DP30
YC1DP32
YC1DP33
YC1DP34
YC1DP35
YC1DP36
YC1DP37
YC1DP38
YC1DP39
YC1DP5
YC1DP6
YC1DP7
YC1DP9
YC1DP21
YC1DP24
YC1DP25
YC1DP26
YC1DP28
YC1DP4

GG- CCGGGCGCAGTGG- - - - - - - - - - - T AAT CCCAGCACT TTGGGA GGCCTA GACAGGCG
G- - CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
- - GCCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGT ACT TTGGGA GGCCGA GGT GGA CG
- - GCCAGGCGCAGT- GGCT CACGCCTGT AAT CCCAGCACT T- GGGA GGCTGA GGCGGGTG
G- - CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
- - GCCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
GGGCCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
- - GCCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCTGA GGCGGGCG
GG- CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
GG- CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTG
GG- CCGGGCGCAGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCAA GGCGGGCG
GG- CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
- - - - - - - - - - - - - - - - - - T CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
GG- CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
- - GCCGGGCGCA- CTGGTT CACGTCTGT AAT CCCAGCACT TTGGGA GGCCAA GGCGGGCA
- - - - - - - - - - - - - - - - - - T CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
GG- CCGGGCGCGGTCGGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGAGTG
GG- CCAGGCGCAGT- GGCT CACGCCAGT AAT CCCAGCACT TCGGGA GGCCGA GGCGGGCG
GG- CCGGGCGCGGT- GGCT CACGCCTGT AGT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
GG- CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTG
GG- CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
GG- CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T CCCAGCACT TTGGGA GGCCGA GGCGGGCG
GG- CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
GG- CCGGGCGCTGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
GG- CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTG
- - - - - - - - - - CGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
GG- CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
GG- CCGGGCA CAGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCAA GGCGGGCG
GG- CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
GG- CCAGACA CGGT- GGCT GAGGCCTGT AAT CCCAGCACT TTGGGA GGCCAA GGCGGGCA
GG- CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
G- - CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
G- - CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTG
GG- CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
GG- CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGTG
GG- CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
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GG- CCGGGCGCGGT- GGCT CACGCCTGT AAT CCCAGCACT TTGGGA GGCCGA GGCGGGCG
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YC1DP1
YC1DP10
YC1DP11
YC1DP12
YC1DP13
YC1DP14
YC1DP15
YC1DP16
YC1DP17
YC1DP18
YC1DP19
YC1DP2
YC1DP20
YC1DP22
YC1DP23
YC1DP27
YC1DP29
YC1DP3
YC1DP30
YC1DP32
YC1DP33
YC1DP34
YC1DP35
YC1DP36
YC1DP37
YC1DP38
YC1DP39
YC1DP5
YC1DP6
YC1DP7
YC1DP9
YC1DP21
YC1DP24
YC1DP25
YC1DP26
YC1DP28
YC1DP4

GATCACGAGGTCA GGA GAT CCA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
GATCATGAGGTCA GGA GAT TGA GACCAT CTT GGCTAA CACCGT GAA AGCTTGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CCA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGGTAA CACAGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
GATCACGAGGCCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT CAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GGCCAT CCT GGCTAA CACAGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
GATCATGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ATCCCA TCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCA TCT CTA CT
GATCACT AGGTCA GGA GGT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
- ATCATGAAGTCA GGA GAT CAA TAT CAT CCT GGCTAA CACGGT GAA ACCCCA TCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCTGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT TCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCTGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA GT
GATCACGAGGCCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT CAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
GATCATGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACAGT GAA ACCCCGCCT CTA CA
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CAA GGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CAA GGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CAA GGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CAA GGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CAA GGT GAA ACCCCGTCT CTA CT
GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CAA GGT GAA ACCCCGTCT CTA CT

108
117
117
116
117
117
119
117
118
118
118
118
102
118
117
102
119
117
118
118
118
118
90
118
118
118
109
118
118
118
118
118
117
117
118
118
118

GATCACGAGGTCA GGA GAT CGA GACCAT CCT GGCTAA CACGGT GAA ACCCCGTCT CTA CT
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YC1DP1
YC1DP10
YC1DP11
YC1DP12
YC1DP13
YC1DP14
YC1DP15
YC1DP16
YC1DP17
YC1DP18
YC1DP19
YC1DP2
YC1DP20
YC1DP22
YC1DP23
YC1DP27
YC1DP29
YC1DP3
YC1DP30
YC1DP32
YC1DP33
YC1DP34
YC1DP35
YC1DP36
YC1DP37
YC1DP38
YC1DP39
YC1DP5
YC1DP6
YC1DP7
YC1DP9
YC1DP21
YC1DP24
YC1DP25
YC1DP26
YC1DP28
YC1DP4

GAAA GTA CAA AACAA- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AACACA CACACA CACACA CACACA CACACA CACACA CACACA CACACA CACACA CAA AT
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A CAA ATA CAA AAA AA- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A AT
A AAA ATA TAA AAA AA- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - A AT
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA T- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
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A AAA ATA CAA AAA A- - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - - T
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YC1DP1
YC1DP10
YC1DP11
YC1DP12
YC1DP13
YC1DP14
YC1DP15
YC1DP16
YC1DP17
YC1DP18
YC1DP19
YC1DP2
YC1DP20
YC1DP22
YC1DP23
YC1DP27
YC1DP29
YC1DP3
YC1DP30
YC1DP32
YC1DP33
YC1DP34
YC1DP35
YC1DP36
YC1DP37
YC1DP38
YC1DP39
YC1DP5
YC1DP6
YC1DP7
YC1DP9
YC1DP21
YC1DP24
YC1DP25
YC1DP26
YC1DP28
YC1DP4

T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGT TAA GGCTGA AGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCA CCT GTA GTCCCA GCT ACT CAG- GA GACTGA GGCATGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCTGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ATT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCTGGGCGTGGTAGCGGGTGCCT GTA GTCCCA GCT ACT CGG- GA GGT TGA GGCAGA AG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCTGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT TGG- GA GGCTGA GGCAGGAG
T AGCTGGGCGTGGTAGCGGGCGCCT ATA GTCACA GACACT CAG- GA GGCTGA GGCCAGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCCCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ATT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG
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T AGCCGGGCGTGGTAGCGGGCGCCT GTA GTCCCA GCT ACT CGG- GA GGCTGA GGCAGGAG

190 200 210 220 230 240
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YC1DP1
YC1DP10
YC1DP11
YC1DP12
YC1DP13
YC1DP14
YC1DP15
YC1DP16
YC1DP17
YC1DP18
YC1DP19
YC1DP2
YC1DP20
YC1DP22
YC1DP23
YC1DP27
YC1DP29
YC1DP3
YC1DP30
YC1DP32
YC1DP33
YC1DP34
YC1DP35
YC1DP36
YC1DP37
YC1DP38
YC1DP39
YC1DP5
YC1DP6
YC1DP7
YC1DP9
YC1DP21
YC1DP24
YC1DP25
YC1DP26
YC1DP28
YC1DP4

A ATGGCGTGA ACCCGGGAGGCA GAGCTT GCA GTGAGCCAA GAT AGCGCCACT GCA CTCTA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTAA ACCCAGAAGGCA GAGTTT GCA GTGAGCCGA GAT TGT GCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCTGGGAGGTGGAGCTT GCA GTGAGCCGA GAT CGT GCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCTGGGAGGCGGAA CTT TCA GTGAGT CAA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCTGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGGGTGA ACCCAGGAGGCGGAGCTT GCA GTGAGCCAA GAT AGCGCCACT GCA GTCCA
A ATGGTGTCA ACCTGGGAA GTGGAGCTT GCA GTGAGCCGA GAT GGCACCACT GCA CTCTA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGTGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCCCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT ACA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAA CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCACCACT GCA CTCCA
A ATGGCGTGA ACCTGGGAGGTGGAGCTT GCA GTGAGCCGA GAT CGT GCCACT GCA CTCCA
A ATGGCGTGA ACCCAGGAGGCGGAGCTT GCA GTGAGCCGA GAT TGCGCCACT GCA CTCCA
A ATGGAGTGA ACC- AGGAGGCGGAGCTGGCA GTA AGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA
A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA

244
251
251
250
251
251
253
251
252
252
252
252
236
252
296
236
256
254
252
252
252
252
224
252
252
252
243
252
252
252
251
252
251
251
252
252
252

A ATGGCGTGA ACCCGGGAGGCGGAGCTT GCA GTGAGCCGA GAT CGCGCCACT GCA CTCCA

250 260 270 280 290 300
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YC1DP1
YC1DP10
YC1DP11
YC1DP12
YC1DP13
YC1DP14
YC1DP15
YC1DP16
YC1DP17
YC1DP18
YC1DP19
YC1DP2
YC1DP20
YC1DP22
YC1DP23
YC1DP27
YC1DP29
YC1DP3
YC1DP30
YC1DP32
YC1DP33
YC1DP34
YC1DP35
YC1DP36
YC1DP37
YC1DP38
YC1DP39
YC1DP5
YC1DP6
YC1DP7
YC1DP9
YC1DP21
YC1DP24
YC1DP25
YC1DP26
YC1DP28
YC1DP4

GCCT GGGTGA CAGAGCGAGACT CCGTTT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCAA GAGAGCGAGACT CTGTCT                                 
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGTGA CAGAGCGAGAGT CCA TCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCAAGACT CCGTCT C                               
GCCT GGGCAA CAGAGCAAGATT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGTGA AAGAGCGAGACT CTGTCT C                               
GTCT GGGCGA CACAGT GAGACT CCA TCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCAAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCCA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCCA CAGAGCGAGACT CCA TCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT CA                              
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGTGA CAGAGCGAGAGT CCA TCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               
GCCT GGGCGA CAGAGCGAGACT CCGTCT C                               

273
280
280
278
280
280
282
280
281
281
281
281
265
281
325
265
285
283
281
281
281
281
253
281
281
281
273
281
281
281
280
281
280
280
281
281
281

GCCT GGGCGA CAGAGCGAGACT CCGTCT CX

310 320 330


