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EDUCATION 
  

MASTER OF SCIENCE – Exercise Science - State University of New York at Buffalo 
Department of Physical Therapy & Exercise Science, 1990. 
 
BACHELOR OF SCIENCE - State University of New York at Cortland 
Major: Physical Education; minor: Biology, 1987.  

  
 
 
PROFESSIONAL EMPLOYMENT 

 
RESEARCH ASSOCIATE – Batzer Laboratory of Comparative Genomics, Department of 
Biological Sciences, Louisiana State University, Baton Rouge, LA 70803. 
Staff Scientist / Lab Manager for Dr. Mark A. Batzer, LSU Boyd Professor. 
Coordinate laboratory operations, projects, supplies, grant funding and students. 
05/2001 – Present 
 
RESEARCH ASSOCIATE – Department of Pathology, Louisiana State University Health 
Sciences Center, New Orleans, LA 70112, Laboratory of Professor Mark A. Batzer. 
PCR analysis of Alu mobile elements in human genomes and coordinate the move of the 
laboratory to LSU in Baton Rouge. 
02/2001 – 04/2001 
 
RESEARCH ASSOCIATE - Developmental Genetics Laboratory - Pennington Biomedical 
Research Center, Louisiana State University. Baton Rouge, LA 70808. 
Genetic testing of laboratory rodents; manage genetic crosses; perform tissue dissection, 
DNA and RNA isolation, genotype by PCR, gel electrophoresis, ELISA and SNPs; gene 
mapping; gene expression analysis; supervise student assistants.                                                 
07/1993 – 01/2001  
 

mailto:jawalker@lsu.edu
https://biosci-batzerlab.biology.lsu.edu/


RESEARCH ASSISTANT - Muscle Function / Microcirculation Laboratory - University of 
Buffalo Research Foundation, Buffalo, NY 14214. 
Conduct in-vivo video-microscopy experiments, perform surgery and skeletal muscle 
autographs on laboratory rodents, coordinate projects, write manuscripts, manage grant 
funding, teach undergraduate students. 
09/1990 - 07/1993 
 
TEACHING ASSISANT – Department of Physical Therapy / Exercise Science, University of 
Buffalo, Buffalo, NY 14214. 09/1988 – 08/1990 
 
CONSULTANT - Fitness Risk Management, Inc. Denver, CO. 
Served the Buffalo, NY and southern Louisiana regions: Performed onsite safety 
inspections of local fitness facilities, interview representatives, submit written reports and 
recommendations to the Denver office. 
12/1991 - 12/1993 
 
ASSISTANT COORDINATOR AND FINANCIAL RECORDS MANAGER 
University Housing / Residence Life Summer Conferences, University of Buffalo, NY. 
Organize conference check-in / out, public relations, manage remittance and distribution of 
revenue (over $200,000 each year). 
09/1987 - 09/1989 

 
 
PATENTS 
 
Patents in the United States Patent and Trademark Office: 
 
    1) Title: MULTIPLEX PCR FOR SIMULTANEOUS QUANTITATION OF HUMAN  
       NUCLEAR, MITOCHONDRIAL, AND MALE Y-CHROMOSOME DNA  
       Authors: Jerilyn A. Walker, Dale J. Hedges, Jaiprakash G. Shewale, Sudhir K. Sinha 
       and Mark A. Batzer Patent Number: 7,405,044 Issued July 29, 2008.  
       Licensed to InnoGenomics Technologies, LLC (Life Genetics Lab, LLC). 
 
    2) Title: ASSAY FOR QUANTITATION OF HUMAN DNA USING ALU ELEMENTS 
       Authors: Sudhir K. Sinha, Mark A. Batzer, Jerilyn A. Walker 
       Patent Number: 7,537,889 b2 Issued May 26, 2009        
       Licensed to InnoGenomics Technologies, LLC (Life Genetics Lab, LLC). 
 
 
    3) Title: ASSAY FOR SPECIES SOURCES (part I) 
       Authors: Sudhir K. Sinha, Jaiprakash G. Shewale, Mark A. Batzer, Jerilyn A. Walker 
       Patent Number: 7,582,452 B2 Issued September 1, 2009         
       Licensed to InnoGenomics Technologies, LLC (Life Genetics Lab, LLC). 
 
    
    4) Title: ASSAY FOR SPECIES SOURCES (part II) 
       Authors: Sudhir K. Sinha, Jaiprakash G. Shewale, Mark A. Batzer, Jerilyn A. Walker 
       Patent Number: 7,927,841 Issued April 19, 2011        
       Licensed to InnoGenomics Technologies, LLC (Life Genetics Lab, LLC). 
 
 
 
 
 
 



HONORS, AWARDS AND SERVICE  
 

• Reviewer (ad hoc) for BMC Genetics, 2019- present 

• Reviewer (ad hoc) for PLoSONE, 2009- present 

• Reviewer (ad hoc) for Analytical Biochemistry, 2006-present 

• Reviewer (ad hoc) for GENE, 2007-present 

• Graduate Teaching Assistantship: University of Buffalo. 1989 -1990. 

• Graduate Student Association: Departmental President 1989-1990. 

• Graduate Student Association: Departmental Treasurer 1988-1989. 

• Residence Hall Mailroom Manager: State University of New York at Cortland, 1987. 

• Residence Hall Advisor: State University of New York at Cortland, 1984-1986. 

• Member: Cortland State Field Hockey Team, NCAA Division III, 1983. 

• New York State Regent’s Scholarship: 1983-1987. 
 
 
SCIENTIFIC PRESENTATIONS 
 

• Technical Support Working Group quarterly reviews (US Department of Defense) 
o Illinois State Police, Chicago, IL, June, 2003. 
o National Institute of Justice, Washington, DC, November 2003. 
o National Center for Forensic Science, Orlando, FL, March 2004. 
o Technical Support Working Group, Arlington, VA, August 2004. 
o Technical Support Working Group, Arlington, VA, December 2004. 
o Illinois State Police, Chicago, IL, July 2005. 
o Illinois State Police, Chicago, IL, February 2006. 

  

• Fifteenth International Symposium on Human Identification, Phoenix, AZ. 2004. 

• Federation of Experimental Biology Meeting. New Orleans, LA. 1997. 

• Federation of Experimental Biology Meeting.  Atlanta, GA. 1996. 

• Meeting of the American Physiological Society. Colorado Springs, CO. 1992. 

• American College of Sports Medicine. Orlando, FL. 1992. 

• 5th World Congress for Microcirculation. Louisville, KY. 1991. 

• Invited Guest Speaker: McMaster University. Hamilton Ontario, Canada. 1991. 
 
 
PUBLICATIONS (Selected peer-reviewed publications in chronological order).  

       
       * denotes equal first authorship.  ‡ denotes equal senior authors 
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